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. E. coli 314 (23.8%) 1 E. coll 492 (28.1%) 1 E coii 1,818 (24.4%)|
& 2 S. epidermidis 163 (12.4%) 2 K. preumoniae subsp. 156 (8.9%) 2 S. epidermidis 702 (9.4%)
(n=10,513)["3" 5. aureus (MRsA) 94 (7.1%) | 3 cns 122 (7.0%) 3 K. pneumoniae subsp. 596 (8.0%)

4 K. pneumoniae subsp. 92 (7.0%) | 4 5. aureus (MRSA) 110 (6.3%) 4  S. aureus (MRSA) 361 (4.8%) |
5 S aureus (MSSA) 52 (3.9%) 5 S epidermidis 93 (5.3%) S 8. aureus (MSSA) 294 (3.9%)
i | 1 s aureus (MRSA) 703 (12.2%) 1 S aureus (MRSA) 902 (8.4%)| 1 Streptococcus sp. 3,613 (10.9%)
DFIRER AR 2 Yeasts 593 (10.3%) 2 P. aeruginosa 815 (7.6%) 2  C. albicans 3,176 (9.6%)
i 3 P aeruginosa 483 (8.4%) 3 C albicans 754 (7.0%) | 3__S. aureus (MRSA) 2,853 (8.6%) |
(n=49,618) 4 Gemeia 321 (5.6%) 4 K. pneumoniae subsp. 627 (5.9%) 4  Corynebacterium sp. 2,411 (7.3%)
5 K. pneumoniae subsp. 311 (5.4%) 5 S. pneumoniae 610 (5.7%) 5  Candida sp. 2,146 (6.5%)
| 1 Eco 1,727 (30.7%) 1 E coli 1,636 (29.8%) 1 E. coii 4,969 (29.6%) |
PR 2  E faecalis 403 (7.2%) 2  E faecalis 577 (10.5%) 2 E faecalis 1,663 (9.9%)
(n=27,865) 3 Enterococcus sp. 368 (6.6%) 3 P. aeruginosa 363 (6.6%) 3 CNs 971 (5.8%)
4  P. aeruginosa 340 (6,10/0) 4 K. pneumoniae subsp. 350 (6.4%) 4 K. pneumoniae subsp. 898 (5.4%)
5 K. pneumoniae subsp. 291 (5.2%) 5 P. mirabilis 238 (4.3%) 5  P. aeruginosa 810 (4.8%)
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P. aeruginosa =RCEE 12 /1,197 14 / 1,268k 10 / 1,280tk 36/ 3,745% 38/ 3,770%k
(1.0%) (1.1%) (0.8%) (1.0%) (1.0%)
Acinetobacter spp. ZFAUCTE 0/ 222k 0/ 216tk 0/ 197% 0/ 635tk 1/ 648#k
(0.0%) (0.0%) (0.0%) (0.0%) (0.2%)
E coli CTX. CAZ, CPDXIROE. coli 899 / 4,169%% 744 / 3,134k 964 / 3,818# 2,607 / 11,121#% 2,464 / 10,5884
(21.6%) (23.7%) (25.2%) (23.4%) (23.3%)
K. pneumoniae CTX. CAZ, CPDX/ROK. pneumoniae 127/ 1,390 46 / 1,191% 77 / 1,693 250 / 4,274%k 246 / 3,970tk
(9.1%) (3.9%) (4.5%) (5.8%) (6.2%)
Proteus mirabilis CTX. CAZ. CPDXNRMProteus mirabilis 54 [ 424%% 54 [/ 487k 64 / 349% 172/ 1,260 220 / 1,301%k
(12.7%) (11.1%) (18.3%) (13.7%) (16.9%)
ErERIS MEPM HIAR  IPM HIFRNDCMZ HR 95/ 6,9538% 144 / 5,656%k 133 / 6,659k 372 /19,268 264 / 18,443%k
(1.4%) (2.5%) (2.0%) (1.9%) (1.4%)
S. aureus MPIPCHR®Staphylococcus aureusd f(FiiRE 1,502 / 3,326%k 1,443 / 2,777k 1,515/ 2,760%k 4,460 / 8,863 4,727 [ 8,987k
MTMRaA HIESRES (45.2%) (52.0%) (54.9%) (50.3%) (52.6%)
Enterococcus spp. &4 VCM HRELTRABIRAETIIE, VCM FF1AME 2/ 1,692 0/ 1,440% 0/ 1,448% 2/ 4,580 7 / 4,486
BUATR.EIRISINT VRE EHIEBENIHK (0.1%) (0.0%) (0.0%) (0.0%) (0.2%)
S. pneumoniae PCGAREEHE TRIEDS. pneumoniae 0/ 415% 7/ 458% 3/ 393% 10/ 1,266 9/ 11,2118k
(0.0%) (1.5%) (0.8%) (0.3%)' (0.7%)
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S. pneumoniae  Streptococcus sp. E. faecalis (n=  E. faecium (n= S. aureus S. aureus CNS (n=51,527)
(FAIRE) (n= (AABRELS) 57,497) 14,694) (MRSA) (n= (MSSA) (n=
22,909) (n=87,830) 131,459) 105,224)

SINRZINY PCG

SSI5500NN SEENNN SEST0NN 0.0  BASSONMM 127%  23.5%
BB s4.7% Be7aN s1.0% G 12.9% 24.9%
BEI70NNN SEEANNN GO s4.c» OO (4.2%)  59.7%

28.7%
30.5%

7IEIY ABPC
YISV TEFS IS CVA/AMPC

I CEZ 86.1% 63.0% 89.0% 18.1% 23.3% 34.8% 74.6% [ el 75.0%
EIAGESL cTX ceissa Selol 5756l o0.7% (6.3%) (0.0%) 48.3%

AR STRIFY IPM/CS BFIETIN 54.2% B9l 57.6% B7E 12.5% 75.6%

ARG LZ AT MEPM 5155 s5.0% B +5.8% 54.2% 5.1% 68.4%

FIUERAY GM 3.8% 6.3% 2.9% 25.9% 24.8% 36.5% 64.8% 64.4% 72.2% 59.9%
YA MINO 59.4% 32.6% 64.3% 30.0% 26.7% 27.9% 87.7% 72.7% 99.0%  94.0% |
TURORAS> EM 48.5% 10.2% 60.8% 13.3% 13.1% 4.9% 47.0% 24.5% 70.8% 46.0%
DUHRATY CLDM 74.6% 42.9% 80.0% 1.3% 0.9% 2.2% 74.5% 54.1% 2T s1.6%
ST&H ST 81.4% 82.9% 80.4% 15.8% 16.4% 21.5% (o657 99165 997 50.58%
LRoOFSSY LVFX 71.2% s 65.6% 68.7% 82.4% 11.4% 46.9% 14.0% 82.7% 52.3%
JOARASY vem 99.9%  100.0%  99.9%  99.5%  99.9%  99.4%  100.0%  100.0%  100.0%  99.9%
7175 TEIC 99.8%  100.0%  99.8%  99.9%  100.0%  99.7%  99.0%  100.0%  100.0%  98.5%
YRR 1zo 99.7%  100.0%  99.7%  99.1%  99.3%  98.7%  99.8%  100.0%  99.9%  99.5%
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 Streptococcus sp.(L>UME)  Enterococcus sp.(WIKE)

S. pneumoniae  Streptococcus sp.

E. faecalis E. faecium
(n=3,104) (n=849)

S. aureus S. aureus CNS
(HtERE) (FRATKESY) (MRSA) (MSSA) (n=2,341)
(n=1,266) (n=4,541) (n=4,460) (n=4,360)

SASTHNNN TN CIEN 770> OSSN 1450  242% [ 47.4%  27.3%

PCG

RIDIWRZI)>

IS ABPC BeISTIN s5.9% Bel75aIN s0.1% SIS 15.6% 24.7% [ 46.6% 28.4%
pyTsE-TEESSYy  cuvawee  BEISOaIIIN B8RoelI BRI s3.2% {66165 (0.0%) 64.0%
I CEZ 87.6% 73.5% 89.3% 14.4% 18.3% 22.4% 78.1%
CIATES L o 5616 5715520 BEET 0.5% 2.2% (0.0%) 57.8%

{ERRA-SSTREF IPM/CS B35 55.9% 516N 54.3% BTN 11.3% 78.5%
XORFAZ KA MEPM BEIETIN s6.5% BoIssal 50.3% 62.1% 3.6% 70.2%

FIHRATY GM 6.9% 12.2% 4.4% 24.0% 21.3% 34.7% 65.6%

A MINO 60.3% 37.9% 64.6% 30.2% 25.9% 29.0% 89.5%

TURORAS> EM 47.7% 15.1% 60.4% 12.2% 11.7% 4.6% 48.1% 25.8% 71.6% 47.9%
AT CLDM 74.5% 48.6% 79.8% 0.9% 0.7% 0.4% 77.5% 60.5% 5T 51.9%
STAH ST 82.3% 83.9% 79.7% 15.9% 16.5% 19.2% 96.6% | 99.7%  99.5%  90.3%
LRSS LVFX 73.2% BT 67.1% 67.3% 82.4% 11.7% 46.7% 14.3% 81.9% 50.3%
SIRAS> vem 99.9%  99.9%  99.9%  99.8%  100.0%  100.0%  100.0%  100.0%  100.0%  100.0%
FIT5=> TEIC 100.0%  100.0%  100.0%  100.0%  100.0%  100.0%  98.4%  100.0%  99.9%  97.7%
YRR LD 99.9%  100.0%  99.9%  98.5%  98.9%  98.4%  99.8%  100.0%  99.9%  99.6%
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E. coli (n= Klebsiella spp. Proteus spp. =R P. aeruginosa (& NF-GNR (fRIEE
293,218) (n=134,750) (n=43,050) (n=122,467) IEE) (n= L) (n=
96,017) 30,704)
ABPC 35.2% 52.6% 4.4% 47.3% 17.9% 3.6% 0.3% 11.2%
PIPC 59.9% 56.4% 64.2% 58.7% 70.8% 77.4% 81.5% 64.9%
Tazeree  [G4NGo0NIN 6756520 9515520 B8 50.0% 82.5% 85.2% 67.6%
SBT/ABPC  62.5% 66.3% 81.0% 61.7% 40.6% 23.1% 0.8% 66.7%
CEZ 11.5% 16.5% 24.7% 6.9% 2.2% 1.9% 0.2% 6.3%
X 77.5% 74.6% e 76.1% 73.9% 31.0% 1.9% 57.6%
cAz 85.7% 84.0% [B5750 G625 81.8% 85.9% 89.5% 76.2%
CFPM 88.3% 84.4% [B55% 83.9% BEZTaN 53.5% 86.8% 72.9%
wvcs SAIGSENIN SOISSNNN GOSN 5.0 SO 52.7% 85.0% 73.3%

ADRF L= MEPM SSIST5NIN 55152 55155 SoISTaNN SEIETIN s6.1%  87.0% 83.8%
FANAF L AZT 80.7% 77.0% B2ETN 53.1% 81.9% 66.5% 74.1% 22.7%
TUIRATY GM BGTIN 50.1% BEIETIN 52.6% BEIETIIN 52.4% 84.7% 76.3%
Ty AMK 99.7%  99.8%  99.9%  99.6%  99.6%  90.6%  94.0%  80.1%
ST&H sT 85.9% 81.4% B2 54.2% B 25.7% 11.7% 85.4%
LRIOFH S LVFX 73.2% 59.6% eeETN 71.1% 89.6% 81.7% 81.9% 81.3%
SHRREEN 0 T DB, BEERAENITE> TRRLUTNET. m
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E. coli Kilebsiella spp. Proteus spp. Fra =R P. aeruginosa NF-GNR

(n=11,121) (n=5,354) (n=1,520) (n=4,845) (FRAEE) (FRARESY)
(n=3,745) (n=1,411)

ABPC 34.7% 52.2% 4.9% 49.1% 18.1% 4.1% 0.4% 13.4%
PIPC 59.5% 55.2% 64.8% 59.3% 70.9% 80.0% 81.4% 74.9%
Tazeire  GAiGo0NI 674500 S SNl s8.6% 84.4% 85.4% 76.8%
SBT/ABPC  62.0% 64.7% 81.2% 65.3% 42.8% 34.5% 0.5% 80.5%
CEZ 13.6% 19.2% 30.6% 9.6% 2.2% 2.2% 0.2% 7.8%
cmx 76.9% 73.1% B3N 77.2% 75.0% 46.3% 1.5% 75.0%
cAz 85.6% 83.8% [oeSN 57165 52.0% 86.8% 88.8% 80.7%
CFPM 88.5% 83.8% BEETIN 87.1% BE6TIN 36.9% 87.7% 84.4%
IPM/CS B30 SeiE B9l +5.2% 85.3% 84.1% 83.6% 88.3%
MEPM 5513560 551552 58155 SO BB so.5  85.3%  [S2iSSNNN
AZT 81.3% 77.2% 53155 5016 52.6% 69.8% 73.6% 24.2%
GM BTl s5.2% B775 51.5% B75 35.9% 85.8% 87.0%

AMK 99.7%  99.7%  99.9%  99.5%  99.7%  945%  954%  91.2%
sT 85.4% 80.6% B35 86.2% BAETIN 60.3% 11.5% 89.7%

LVFX 72.7% 58.6% 72 72.5% 89.8% 83.0% 82.7% 84.7%

24 mlI'IIIE
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P. aeruginosa =RERICTME 13/ 1,220%k 16 / 1,221k 9/ 1,329%k 38/ 3,770%
(1.1%) (1.3%) (0.7%) (1.0%)
Acinetobacter spp. =FAUTIHE 0/ 248tk 0/ 170%k 1/ 230t 1/ 648k
(0.0%) (0.0%) (0.4%) (0.2%)
E. coli CTX. CAZ. CPDXA'RDE. coli 885/ 3,921%k 659 / 3,021%k 920 / 3,646%k 2,464 / 10,588tk
(22.6%) (21.8%) (25.2%) (23.3%)
K. pneumoniae CTX. CAZ. CPDXH'RDK. pneumoniae 148 / 1,338%k 36 / 1,095% 62/ 1,537% 246 / 3,970%
(11.1%) (3.3%) (4.0%) (6.2%)
Proteus mirabilis CTX. CAZ. CPDXHRMDProteus mirabilis 69 / 410%k 53 / 442tk 98 / 449%k 220/ 1,301%k
(16.8%) (12.0%) (21.8%) (16.9%)
PEAHAER MEPM HIHR  IPM HIARADCMZ AR 67 / 6,673k 91 / 5,328% 106 / 6,442k 264 / 18,443%k
(1.0%) (1.7%) (1.6%) (1.4%)
S. aureus MPIPCH'RODStaphylococcus aureusEfz(d#iRIE 1,585/ 3,257# 1,502 / 2,731k 1,640 / 2,999%k 4,727 / 8,987k
HITMRSALHIENTHR (48.7%) (55.0%) (54.7%) (52.6%)
Enterococcus spp. DK VCM W@ RARIE TMitE. VCM BT 4 274k 3/ 1,707% 4 /1,320 0/ 1,459% 7 / 4,486%k
HBUA TR, BIRIBMT VRE LRSIk (0.2%) (0.3%) (0.0%) (0.2%)
S. pneumoniae PCGHMERMAETIMENDS. pneumoniae 1/ 451% 5/ 355tk 3/ 405%k 9/1,211%
(0.2%) (1.4%) (0.7%) (0.7%)
2 mlI'IIIE
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[l =<t | Rzt . RE Fazd - EEE - AT ==C1= =27
P. aeruginosa =R 12/ 1,197% 14 / 1,268tk 10/ 1,280% 36 / 3,745t
(1.0%) (1.1%) (0.8%) (1.0%)
Acinetobacter spp. =RAICTE 0/ 222tk 0/ 216%k 0/ 197% 0/ 635%k
(0.0%) (0.0%) (0.0%) (0.0%)
E. coli CTX. CAZ. CPDXARDE. coli 899 / 4,169%k 744 | 3,134%k 964 / 3,818tk 2,607 / 11,121%
(21.6%) (23.7%) (25.2%) (23.4%)
K. pneumoniae CTX. CAZ. CPDXH'RODK. pneumoniae 127 / 1,390% 46 / 1,191%k 77 / 1,693tk 250 / 4,274%%
(9.1%) (3.9%) (4.5%) (5.8%)
Proteus mirabilis CTX. CAZ. CPDXARMDProteus mirabilis 54 / 424%k 54 / 487k 64 / 349%k 172 / 1,260tk
(12.7%) (11.1%) (18.3%) (13.7%)
IEPREERI A MEPM HIHR  IPM HIHRADCMZ AR 95 / 6,953%k 144 / 5,656k 133/ 6,659%k 372/ 19,268k
(1.4%) (2.5%) (2.0%) (1.9%)
S. aureus MPIPCH'RODStaphylococcus aureusEfz(d RIS 1,502 / 3,326%k 1,443/ 2,777%k 1,515/ 2,760%k 4,460 / 8,863tk
HBTMRSALHIE LR (45.2%) (52.0%) (54.9%) (50.3%)
Enterococcus spp. DK VCM W@ RAFRIE T, VCM h5 (2745 2/ 1,692tk 0/ 1,440%k 0/ 1,448% 2 / 4,580%
BUA TR, FEIRIBMT VRE LRERSNTAR (0.1%) (0.0%) (0.0%) (0.0%)
S. pneumoniae PCGHIMERAETMIMENDS. pneumoniae 0/ 415tk 7 / 458tk 3/ 393tk 10/ 1,266%k
(0.0%) (1.5%) (0.8%) (0.8%)
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P. aeruginosa (n=3,770)

palIPARE IN i3
506 (13.4%)

TV IR+ TZ D) T Rtk
8 (0.2%)

=FmirE
38 (1.0%)

FZ OV RE

FIVINRFR I+ TILADF J O
144 (3.8%)

MR D0
20184

P. aeruginosa (n=3,745)

I RR AT
541 (14.4%)
FIVARRL+T D) R
7 (0.2%)

=Rt
36 (1.0%)

IV IR L+ TILADOF ) O M
168 (4.5%)

2)LAOF ) O 7= RifittE J)LADOF O misE
27 (0.7%) 481 (12.8%) 19 (0.5%) 441 (11.8%)
F=JJUD03 R+ D)LADF ) O POV R+DILADOF O
40 (1.1%) m 27 (0.7%) m
2 ([ V] = 2 ([ 1] [ =
M4 E DT MRS
2017% B4R 20184 [CESEN
Acinetobacter spp. (n=648) Acinetobacter spp. (n=635)
paYIPAGE IN i3 Pl AR EIN i3
53 (8.2%) 16 (2.5%)
DIV IRRL+T Z /T UTS Rt FIV) R+ T)LADF ) O FVIV)REL+T =0V Rt IV IR L+ TILADOF ) O Mt
1 (0.2%) 4 (0.6%) 2 (0.3%) 0 (0.0%)
=R =HImE
1(0.2%) 0 (0.0%)
7= Rtk J)LADF+ O miE 7= RifittE J)LADOF) O s
2 (0.3%) 73 (11.3%) 5 (0.8%) 61 (9.6%)

FEZJOUDT R+TILADF ) O M
2 (0.3%)

27

FZJOUDS R+T)LADOF ) OMmE
2 (0.3%)

27
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E. coli 277 (23.4%)

ik 2 S. epidermidis 138 (11.6%)
(n=9,328) 3 s aureus (MRSA) 82 (6.9%)
4 K. pneumoniae subsp. 68 (5.7%)
5 CNS 50 (4.2%)

. 1 S aureus (MRSA) 746 (12.3%)
FRERR 5 veusts 571 (9.4%)
%S 3 P. aeruginosa 479 (7.9%)
(n=48,455) 4 Gemela 379 (6.2%)
5 Corynebacterium sp. 369 (6.1%)

1 Ecoli 1,654 (28.2%)
173 2  E faecalis 499 (8.5%)
(n=27,194) 3 P. aeruginosa 397 (6.8%)
4 K. pneumoniae subsp. 344 (5.9%)
5 P. mirabilis 293 (5.0%)

15mF

-
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E. coli

S. epidermidis

CNS

S. aureus (MRSA)

K. pneumoniae subsp.
S. aureus (MRSA)

C. albicans

P. aeruginosa
Streptococcus sp.

S. pneumoniae

E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

522 (29.9%)
141 (8.1%)
127 (7.3%)
109 (6.2%)
106 (6.1%)

1,087 (10.3%)
848 (8.0%)
827 (7.8%)
611 (5.8%)
597 (5.7%)

1,685 (33.7%)
489 (9.8%)
407 (8.1%)
295 (5.9%)
230 (4.6%)

-
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E. coli

S. epidermidis

K. pneumoniae subsp.
S. aureus (MSSA)

S. aureus (MRSA)
Streptococcus sp.

C. albicans

S. aureus (MRSA)
Candida sp.

CNS

E. coli

E. faecalis

CNS

K. pneumoniae subsp.

P. aeruginosa

1,516 (23.7%)
659 (10.3%)
457 (7.1%)
366 (5.7%)
337 (5.3%)
3,119 (9.8%)
3,076 (9.7%)
2,809 (8.8%)
2,403 (7.6%)
2,060 (6.5%)

4,782 (29.3%)
1,611 (9.9%)
1,023 (6.3%)
925 (5.7%)
763 (4.7%)

i
(n=109)

1 Gemelia 1 (100.0%)
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®
(n=5,101)

1 S aureus (MRSA) 1 (100.0%)

53
(n=1,028)
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S. pneumoniae
Streptococcus sp.

E. coli

Bacillus cereus

Bacillus subtilis subsp.
S. pneumoniae

H. influenzae

Moraxella (Branhamella)
S. aureus subsp. aureus
P. aeruginosa

E. coli

E. faecalis
Enterococcus sp.

S. epidermidis

C. freundii

3 (18.8%)
2 (12.5%)
2 (12.5%)
2 (12.5%)
2 (12.5%)
193 (22.2%)
180 (20.7%)
119 (13.7%)
51 (5.9%)
35 (4.0%)
44 (39.6%)
12 (10.8%)
9 (8.1%)
5 (4.5%)
5 (4.5%)

1

2
3
4
5
1
2
3
4
5
1
2
3
4
5

S. epidermidis
Bacillus sp.

S. aureus (MSSA)
E. coli

S. aureus (MRSA)
CNS

S. aureus (MRSA)
H. influenzae

S. aureus (MSSA)
Corynebacterium sp.
E. coli

CNS
Enterococcus sp.
E. faecalis

S. aureus (MRSA)

25 (26.9%)
8 (8.6%)
6 (6.5%)
6 (6.5%)
5 (5.4%)

648 (15.3%)

417 (9.9%)

398 (9.4%)

395 (9.3%)
252 (6.0%)

259 (28.3%)

168 (18.3%)

123 (13.4%)
83 (9.1%)
30 (3.3%)

oy s e

E. coli 185 (26.8%)
iy 2 S. epidermidis 81 (11.7%)
(n=7,228) 3 S. aureus (MRSA) 53 (7.7%)
4 K. pneumoniae subsp. 31 (4.5%)
5  E faecalis 26 (3.8%)
. 1 S aureus (MRSA) 374 (13.0%)
PIRER AR 2 Gemella 316 (11.0%)
23 3 veasts 252 (8.8%)
(n=34,318) 4 P aeruginosa 235 (8.2%)
5 Corynebacterium sp. 203 (7.1%)
1 Ecoli 953 (28.0%)
173 2 E faecalis 287 (8.4%)
(n=20,256) 3 Enterococcus sp. 238 (7.0%)
4 P. aeruginosa 221 (6.5%)
5 K. pneumoniae subsp. 169 (5.0%)
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S. aureus (MRSA)
CNS

K. pneumoniae subsp.
S. aureus (MRSA)

C. albicans

P. aeruginosa
Streptococcus sp.

K. pneumoniae subsp.
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

23

376 (31.8%)
91 (7.7%)
85 (7.2%)
79 (6.7%)
76 (6.4%)

939 (12.3%)
700 (9.1%)
620 (8.1%)
472 (6.2%)
467 (6.1%)

1,303 (33.2%)

393 (10.0%)
329 (8.4%)
228 (5.8%)
182 (4.6%)
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E. coli
S. epidermidis

K. pneumoniae subsp.

S. aureus (MRSA)
S. aureus (MSSA)
C. albicans
Streptococcus sp.
S. aureus (MRSA)
Candida sp.

P. aeruginosa

E. coli

E. faecalis

K. pneumoniae subsp.

P. aeruginosa
CNS

1,358 (25.4%)
474 (8.9%)
419 (7.8%)
286 (5.3%)
282 (5.3%)

2,686 (11.3%)

2,440 (10.3%)

2,214 (9.3%)

2,082 (8.8%)

1,308 (5.5%)

3,848 (29.8%)

1,268 (9.8%)
793 (6.1%)
671 (5.2%)
612 (4.7%)

b
(n=10,513)

IFORER SRR
*®
(n=49,618)

=
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(n=174)
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E. coli

S. epidermidis

S. aureus (MRSA)

K. pneumoniae subsp.
S. aureus (MSSA)

S. aureus (MRSA)
Yeasts

P. aeruginosa
Gemella

K. pneumoniae subsp.
E. coli

E. faecalis
Enterococcus sp.

P. aeruginosa

K. pneumoniae subsp.

314 (23.8%)
163 (12.4%)
94 (7.1%)
92 (7.0%)
52 (3.9%)
703 (12.2%)
593 (10.3%)
483 (8.4%)
321 (5.6%)
311 (5.4%)

1,727 (30.7%),

403 (7.2%)
368 (6.6%)
340 (6.1%)
291 (5.2%)

-
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E. coli

K. pneumoniae subsp.
CNS

S. aureus (MRSA)

S. epidermidis

S. aureus (MRSA)

P. aeruginosa

C. albicans

K. pneumoniae subsp.
S. pneumoniae

E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

492 (28.1%)
156 (8.9%)
122 (7.0%)
110 (6.3%)
93 (5.3%)
902 (8.4%)
815 (7.6%)
754 (7.0%)
627 (5.9%)
610 (5.7%)

1,636 (29.8%)

577 (10.5%)
363 (6.6%)
350 (6.4%)
238 (4.3%)

2
5]
4
5
1
2
5
4
5
1
2
5
4
5

E. coli

S. epidermidis

K. pneumoniae subsp.
S. aureus (MRSA)

S. aureus (MSSA)
Streptococcus sp.

C. albicans

S. aureus (MRSA)
Corynebacterium sp.
Candida sp.

E. coli

E. faecalis

CNS

K. pneumoniae subsp.

P. aeruginosa

1,818 (24.4%)
702 (9.4%)
596 (8.0%)
361 (4.8%)
294 (3.9%)

3,613 (10.9%)

3,176 (9.6%)

2,853 (8.6%)

2,411 (7.3%)

2,146 (6.5%)

4,969 (29.6%)

1,663 (9.9%)
971 (5.8%)
898 (5.4%)
810 (4.8%)

1
2

1
2

S. epidermidis

S. hominis subsp. hominis

Yeasts
S. pyogenes

2 (66.7%)
1(33.3%)

1 (50.0%)
1 (50.0%)

1
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S. agalactiae

S. pneumoniae

S. aureus (MRSA)

S. epidermidis

Bacillus sp.

H. influenzae

S. pneumoniae
Moraxella (Branhamella)
Moraxella sp.

S. aureus subsp. aureus
E. coli

E. faecalis

E. cloacae

K. pneumoniae subsp.
S. epidermidis

3 (15.8%)
2 (10.5%)
2 (10.5%)
2 (10.5%)
2 (10.5%)
346 (25.3%)
240 (17.6%)
110 (8.1%)
99 (7.2%)
82 (6.0%)
58 (35.2%)
25 (15.2%)
15 (9.1%)
12 (7.3%)
6 (3.6%)

1

2
3
4
5
1
2
3
4
5)
1
2
3
4
5)

S. epidermidis

S. aureus (MRSA)
S. aureus (MSSA)
Bacillus sp.

S. pneumoniae
CNS

S. aureus (MSSA)
S. aureus (MRSA)
H. influenzae
Corynebacterium sp.
E. coli

CNs

E. faecalis
Enterococcus sp.
S. aureus (MRSA)

41 (27.0%)
10 (6.6%)
9 (5.9%)
8 (5.3%)
7 (4.6%)

634 (14.4%)

436 (9.9%)

429 (9.7%)

350 (7.9%)
348 (7.9%)

236 (27.8%)

141 (16.6%)

106 (12.5%)
78 (9.2%)
28 (3.3%)

197 (26.3%) 1
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E. coli

S. aureus (MRSA)

S. epidermidis

K. pneumoniae subsp.
S. hominis subsp. hominis
S. aureus (MRSA)
Gemella

P. aeruginosa

Yeasts
Corynebacterium sp.
E. coli

Enterococcus sp.

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

64 (8.6%)
62 (8.3%)
58 (7.8%)
30 (4.0%)
340 (11.6%)
269 (9.2%)
263 (9.0%)
238 (8.1%)
208 (7.1%)
938 (28.6%)
314 (9.6%)
218 (6.7%)
180 (5.5%)
171 (5.2%)

2
3
4
5
1
2
3
4
5
1
2
3
4
5

E. coli

K. pneumoniae subsp.
S. aureus (MRSA)

S. epidermidis

CNs

S. aureus (MRSA)

C. albicans

P. aeruginosa

K. pneumoniae subsp.
Streptococcus sp.

E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

23

366 (31.4%)
118 (10.1%)
69 (5.9%)
63 (5.4%)
36 (3.1%)
702 (10.5%)
601 (9.0%)
526 (7.8%)
487 (7.3%)
369 (5.5%)
1,226 (29.3%)
460 (11.0%)
300 (7.2%)
249 (6.0%)
180 (4.3%)

1

2
3
4
5
1
2
3
4
5
1
2
3
4
5)

E. coli
S. epidermidis

K. pneumoniae subsp.

S. aureus (MRSA)
S. aureus (MSSA)
Streptococcus sp.

C. albicans

S. aureus (MRSA)
Candida sp.
Corynebacterium sp.
E. coli

E. faecalis

K. pneumoniae subsp.

P. aeruginosa
CNS

1,646 (26.5%)
538 (8.7%)
517 (8.3%)
313 (5.0%)
220 (3.5%)

2,844 (11.5%)

2,743 (11.1%)

2,198 (8.9%)

1,874 (7.6%)

1,780 (7.2%)

4,067 (30.2%)

1,319 (9.8%)
773 (5.7%)
712 (5.3%)
601 (4.5%)
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Staphylococcus aureus (MSSA)
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PCG (N=3,861)

CEZ (N=4,178)

CVA/AMPC (N=734)

IPM/CS (N=4,040)

GM (N=4,000)

EM (N=4,022)

CLDM (N=3,779)

MINO (N=4,239)

LVFX (N=4,181)

ST (N=2,779)

2,098(54.3%)

 1:1(0.0% :

nS_ ¥

1:141(3.5%) |

971(24.3%)
1:137(3.4%) | =R_HFH
1,039(25.8%)

I_##%

i i i i i | - 1:36(1.0%
162(4.8%)
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- 1:76(1.8%)
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Staphylococcus aureus (MSSA)
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Staphylococcus aureus (MRSA)

TFINAATS I

BREk

GM (N=4,421)
EM (N=4,366)
CLDM (N=4,106)
MINO (N=4,806)
VCM (N=4,692)
TEIC (N=4,259)
LVFX (N=4,638)
ST (N=2,829)

LZD (N=3,568)
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Staphylococcus aureus (MRSA)

GM (N=4,048)
EM (N=4,046)

CLDM (N=3,747)

mS_#H
MINO (N=4,383)
I
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( ) R 2
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Staphylococcus epidermidis
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Enterococcus faecalis

PCG (N=2,813)

ABPC (N=3,002)

787(29.4%)

EM (N=2,678)

1:522(16.6%)
MINO (N=3,142)
VCM (N=3,138)

TEIC (N=2,795)

LVFX (N=3,032)

1,541(57.5%)

71(2.5%)
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Enterococcus faecalis
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Enterococcus faecium

BREk

PCG (N=723) 631(87.3%)

ABPC (N=762) 664(87.1%)

EM (N=687)

MINO (N=791)

VCM (N=776)

TEIC (N=736)
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Enterococcus faecium
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Streptococcus pneumoniae(BERARIK)
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PCG (N=4)

CTX (N=4)

MEPM (N=4)

EM (N=3)
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LVFX (N=3)
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Streptococcus pneumoniae(BERARIK)
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Streptococcus pneumoniae(BERARIKIIIL)

PCG (N=1,058)

CTX (N=821)
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Streptococcus pneumoniae(BERARIAIIIL)

PCG (N=1,088)
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Streptococcus pyogenes Streptococcus pyogenes
: : : : | Loe3%) | : : : : : : C Li0.4%) : :
EM (N=212) EM (N=230)
wS_tH mS_ ¥
: : : : : : : : : It : : : : : : : : : It
I =t I =t
| | | | | | O 1:3(1.4%) | | | | | | | | 1:3(1.3%)
e _ e
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Streptococcus agalactiae

EM (N=1,317)

CLDM (N=1,290)
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Streptococcus agalactiae
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Escherichia coli

TFINAATS I

ABPC (N=10,224)
PIPC (N=10,703)
TAZ/PIPC (N=5,735)
CEZ (N=4,144)

CTX (N=8,560)

CAZ (N=10,321)
CFPM (N=10,209)
AZT (N=8,363)
IPM/CS (N=9,904)
MEPM (N=10,276)
AMK (N=10,053)
LVFX (N=10,440)

CMZ (N=10,055)

17I38(1. 3%

S

1:331(3.1% :
4,340(40. 5%)
| | ‘ | 1:71(1.2%) |

3,363(81.2%)
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Escherichia coli
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ABPC (N=10,431)
PIPC (N=11,161)
TAZ/PIPC (N=6,487)
CEZ (N=4,637)

CTX (N=8,630)

CAZ (N=10,599)
CFPM (N=10,744)
AZT (N=8,461)
1PM/CS (N=10,411)
MEPM (N=10,804)
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LVFX (N=11,092)

CMZ (N=10,340)
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Serratia marcescens Serratia marcescens
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Haemophilus influenzae
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