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Staphylococcus aureus (MRSA)
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Staphylococcus epidermidis
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Coagulase-negative staphylococci (CNS)
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Enterococcus faecalis
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Enterococcus faecium
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Streptococcus pneumoniae(BERIRIE)
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Streptococcus pneumoniae(BERIRIALIIN)

| 1:15(1.4%) R:10(0.9%
PCG (N=1,088)

I 10(1. 1%) R: 14(1 5%)
v ———
' | | | | | | | 1:114(10.0%) S-E
e (v-2,435) [ SSREES  RSC s
I  1:34(3.1%) | | | | | | mR_
e (N=1,114) |SHES(IS1%)
I | | | | 1:11(1.7%) | | | |
cLo (v=es0) _
1:13(1. 1%

P =119 *q

0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%

mS_tH#
: : | | | | | | | NS_{q- ﬁ

VCM (N=1,174)

0% 10% 20% 30% 40% 50% 60% 70% 80% 90%  100%




20184

Streptococcus pyogenes
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Streptococcus agalactiae
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Escherichia coli
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Klebsiella pneumoniae
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Enterobacter cloacae
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Enterobacter aerogenes
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Citrobacter freundii
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Citrobacter koseri
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Proteus mirabilis
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Proteus vulgaris
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Serratia marcescens
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Pseudomonas aeruginosa
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Acinetobacter spp.
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Haemophilus influenzae
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63 (5.4%)
36 (3.1%)
702 (10.5%)
601 (9.0%)
526 (7.8%)
487 (7.3%)
369 (5.5%)
1,226 (29.3%)
460 (11.0%)
300 (7.2%)
249 (6.0%)
180 (4.3%)

1

2
3
4
5
1
2
3
4
5
1
2
3
4
5

2
3
4
5
1
2
3
4
5
1
2
3
4
5

1

u b~ WNHFH OO WNEFE UTAWN

E. coli

S. epidermidis

K. pneumoniae subsp.

S. aureus (MRSA)
S. aureus (MSSA)

Streptococcus sp.
C. albicans
S. aureus (MRSA)

Corynebacterium sp.

Candida sp.
E. coli

E. faecalis
CNS

K. pneumoniae subsp.

P. aeruginosa

TR e i

S. epidermidis

S. aureus (MRSA)
S. aureus (MSSA)
Bacillus sp.

S. pneumoniae
CNS

S. aureus (MSSA)
S. aureus (MRSA)

H. influenzae

Corynebacterium sp.

E. coli

CNS

E. faecalis
Enterococcus sp.
S. aureus (MRSA)

e ___

E. coli

S. epidermidis

K. pneumoniae subsp.

S. aureus (MRSA)
S. aureus (MSSA)
Streptococcus sp.
C. albicans
S. aureus (MRSA)
Candida sp.

Corynebacterium sp.

E. coli

E. faecalis

K. pneumoniae subsp.

P. aeruginosa
CNS

BR

1,818 (24.4%)
702 (9.4%)
596 (8.0%)
361 (4.8%)
294 (3.9%)

3,613 (10.9%)

3,176 (9.6%)

2,853 (8.6%)

2,411 (7.3%)

2,146 (6.5%)

4,969 (29.6%)

1,663 (9.9%)
971 (5.8%)
898 (5.4%)
810 (4.8%)

41 (27.0%)
10 (6.6%)
9 (5.9%)
8 (5.3%)
7 (4.6%)

634 (14.4%)

436 (9.9%)

429 (9.7%)

350 (7.9%)

348 (7.9%)

236 (27.8%)

141 (16.6%)

106 (12.5%)
78 (9.2%)
28 (3.3%)

1,646 (26.5%)
538 (8.7%)
517 (8.3%)
313 (5.0%)
220 (3.5%)

2,844 (11.5%)

2,743 (11.1%)

2,198 (8.9%)

1,874 (7.6%)

1,780 (7.2%)

4,067 (30.2%)

1,319 (9.8%)
773 (5.7%)
712 (5.3%)
601 (4.5%)
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E. coli Klebsiella spp. Proteus spp. =R P. aeruginosa NF-GNR
(n=11,121) (n=5,354) (n=1,520) (n=4,845) (FRARER) (FRERELS)
(n=3,745) (n=1,411)

TIEI ABPC 34.7% 52.2% 4.9% 49.1% 18.1% 4.1% 0.4% 13.4%
ERSS PIPC 59.5% 55.2% 64.8% 59.3% 70.9% 80.0% 81.4% 74.9%
BINIH LRI TAZ/PIPC (941600 972450 5613 Bolia 88.6% 84.4% 85.4% 76.8%
DG L TN SBT/ABPC  62.0% 64.7% 81.2% 65.3% 42.8% 34.5% 0.5% 80.5%
TP CEZ 13.6% 19.2% 30.6% 9.6% 2.2% 2.2% 0.2% 7.8%
(o CEDIN cTX 76.9% 73.1% 932% 1 77.2% 75.0% 46.3% 1.5% 75.0%
(LI CAZ 85.6% 83.8% 96.1% | 97.0%  82.0% 86.8% 88.8% 80.7%
tIIE L CFPM 88.5% 83.8% 96.5% | 87.1% 96.6% | 86.9% 87.7% 84.4%
AIRRLSTRIF IPM/CS 93:4% " 99185 98129 45.2% 85.3% 84.1% 83.6% 88.3%
AOAF LKA MEPM 9912911 99:5% 1 98:9% | 99:9% | 98:7% 1| 86.5%  85.3%  [92:3%
FANAT L AZT 81.3% 77.2% ©93.5%  90.6% | 82.6% 69.8% 73.6% 24.2%
BUIRASY GM 90'8% 85.2% 97:79%0 81.8% 97:29% 85.9% 85.8% 87.0%
s AMK 99.7%  99.7%  99.9%  99.5%  99.7%  945%  954%  91.2%
STaH ST 85.4% 80.6% 93.2% ' 86.2% 94:5% " 60.3% 11.5% 89.7%
LRSS LVFX 72.7% 58.6% 97:2% " 72.5% 89.8% 83.0% 82.7% 84.7%

WFARBHN 30RU T DIFE(F. BEURZIFNCTE > TRRLUTWVET,
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. Streptococcus sp.(L>UHkE)  Enterococcus sp.(lBEkE)

S. pneumoniae  Streptococcus sp. E. faecalis E. faecium S. aureus S. aureus CNS
(B EKRE) (FXERE ST (n=3,104) (n=849) (MRSA) (MSSA) (n=2,341)
(n=1,266) (n=4,541) (n=4,460) (n=4,360)

97:8% 1 14.5% 24.2% T 47.4% 27.3%
P ABPC 96159 83.9% 96:7% W 80.1% 99199 15.6% 24.7% 28.4%
T9I5vE TERSSYY  cvaavee  [SEISHOII BEAS0NIN B8N 53.200  [H000% N (0.0%)  64.0%

Iz CEZ 87.6% 73.5% 89.3% 14.4% 18.3% 22.4% 78.1%

9215911 57796 B1:2% 77.9%

RYDIRZIY PCG

EIATES L CTX 96.6% | 97555 963% 0.8% 2.2% (0.0%) 57.8%
{IRRL-SSAIFY IPM/CS 92.9% " 85.9% 97:8% 1 11.3% 78.5%
AORFLZIKFT) MEPM ©518% 86.5% 62.1% 3.6% 70.2%
BIBRASY GM 6.9% 12.2% 21.3% 34.7% 65.6%
=B MINO 60.3% 37.9% 25.9% 29.0% 89.5%
TUZORAS> EM 47.7% 15.1% 11.7% 4.6% 48.1%
DUSHRAS CLDM 74.5% 48.6% 0.7% 0.4% 77.5%
ST&H ST 82.3% 16.5% 19.2% 96.6%
LARIOFGS> LVFX 73.2% 82.4% 11.7%

AR v EoouaNIN 56185

s 75 e [§00/0aNN H00%05aN

URYYyR LzD 99.9%  100.0%

WFARBHN 30RU T DIFE(F. BEURZIFNCTE > TRRLUTWVET,
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P. aeruginosa (n=3,745)

F)L) AR T4
541 (14.4%)

IV R AL+T =000 R F7IV) \RE AL+ T)LADOF ) O
7 (0.2%) 168 (4.5%)
=R
36 (1.0%)
F=J0U30 R J)LAO=F O miE
19 (0.5%) 441 (11.8%)

F=JOUOS R+D)LAOF ) O>TmiE
27 (0.7%)
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Acinetobacter spp. (n=635)

e ) IAE IN i3
16 (2.5%)
IV R A+T =000 R F7IV) R L+ D)LADOF ) O
2 (0.3%) 0 (0.0%)
=R
0 (0.0%)
F=J0U0 R J)LAOF O miE
5 (0.8%) 61 (9.6%)

F=JOUOS R+D)LAOF ) O>TmiE
2 (0.3%)

27
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20184 BHK
[ESfEE (e b L - (FE Bzt - HEE - B —EHERK

P. aeruginosa = RRICTE 12 /1,197% 14 / 1,268 10 / 1,280%k 36 / 3,745%%
(1.0%) (1.1%) (0.8%) (1.0%)
Acinetobacter spp. =R MHE 0/ 222%k 0/ 216%k 0/ 197#k 0/ 6354k
(0.0%) (0.0%) (0.0%) (0.0%)
E. coli CTX. CAZ. CPDXHRDE. coli 899 / 4,169%k 744 / 3,134%k 964 / 3,818% 2,607 / 11,121%
(21.6%) (23.7%) (25.2%) (23.4%)
K. pneumoniae CTX. CAZ, CPDXH'ROK. pneumoniae 127 / 1,390%k 46 / 1,191%k 77 / 1,693%k 250 / 4,274k
(9.1%) (3.9%) (4.5%) (5.8%)
Proteus mirabilis CTX. CAZ. CPDXh'ROProteus mirabilis 54 / 424%k 54 / 487%k 64 / 349%k 172 / 1,260%k
(12.7%) (11.1%) (18.3%) (13.7%)
ERHEETRI A MEPM A'IMR  IPM AIHARADCMZ AR 95 / 6,953%k 144 / 5,656%k 133/ 6,659%k 372 / 19,268k
(1.4%) (2.5%) (2.0%) (1.9%)
S. aureus MPIPCH'ROStaphylococcus aureusErz(:iEiRes 1,502 / 3,326tk 1,443 / 2,777%k 1,515 / 2,760%k 4,460 / 8,863%k
HBTMRSALHIESNIZk (45.2%) (52.0%) (54.9%) (50.3%)
Enterococcus spp. 24k VCM WMERARIRE T, VCM DT A4k 2/ 1,692tk 0/ 1,440% 0/ 1,448% 2 / 4,580tk
BUEATR., EIRIBHT VRE EHESRENIZHR (010/0) (000/0) (000/0) (000/0)
S. pneumoniae PCGHMERAE TMIMEDS. pneumoniae 0/ 4158 7 /| 458tk 3/ 393tk 10/ 1,266%%
(0.0%) (1.5%) (0.8%) (0.8%)
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20184 =20
FER
| SEE s e e | bawew e
sREEM/E  lCEdEEE oEEERAR megEER SmBERE ewER
SR R B e) 200K
36,959 A 13,946 A 6,885.A
k- (A 200~299FK
11,318A 7,933.A
Fagh- & AT 300K E
11,695 A 22,141 A
S. aureus itz 20055
8,863 A 6.9 248 425 3,326 A 181 245 429 1,596\ 6.9 221 42.9
24.0% |  — — | 5380 | H————— | 530, | HE—+— |
k- (A 200~299FK
2,777 N A9 ?R4 345  2,026.A 201 270 34.3
24.5% | H——F=— | 255% L 1
Fagh- & AT 300K E
2,760 195 231 363 5,241 193 248 46.3
23.6% e | 23.7% |
S. epidermidis itz 20055
2,058 A 0.0 41 124 860A 0.0 46 104  268A no1.8 124
5.6% T | 6.2% — i | 3,99 ; — |
k- (A 200~299FK
490 A 00 34 124  190A
4.3% | 24%
Fagh - - AT 300K E
708 A 14 40 53 1,600A
6.1% | H i — | 7.29%
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S. pneumoniae

E. faecalis

E. faecium

1,266 A
3.4%

3,104 A
8.4%

849 A
2.3%

0o 24
Q.0 §.0
0.0 1.5

202

[EEREAERES W

393A
3.4%
itz
1,310A
9.4%
rhgh- R
820 A
7.2%

0.0

0.0

[EEREAERES W

974 A
8.3%

B e)
265N
1.9%
gt (P
256 A
2.3%

|4.4

0.0

FaZh - - R

328A
2.8%

0.0
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4.0|

200K
128 A
1.9%
200~299Fk
429 N
5.4%
300K E
709N
3.2%
200K
534N
7.8%
200~299Fk
660.A
8.3%
300K E
1,910A
8.6%
200K
101N
1.5%
200~299Fk
176 A
2.2%
300K E
572\
2.6%

0o 1.0 76
|1.3 3.8 105
|1.1 3.1 g3
0o 358 202
|4.EEI 8.6 126
|4.4 FAs 12.CI|
00 06 3.5

|1.CI 20

4.B|
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20184 =%
FER
___ s>
SMEESE  HEdERR 0 OmESRE wewEER 000 oSEE o gagERm
E. coli bl 200BR i
11,121A 5.0 283 421 4,169A 50 303 368 2,063A 5.0 237 378
30.1% | = | 5999 | ———=  30.0% e
Hhzh- (R 200~299FK
3,134A 10.8 279 378 2,512A 2685 29.6 421
27.7% . —— | 31.7% | |
- - EA 3005 E
3,818 A 17.1 31.7 421 6,546\ 17.4 282 40.5
32.6% | H————=— 1 29.6% | |
K. pneumoniae B e) 200BRK5
4,274N 0.0 10.4 269  1,390A 0.0 oE 143 645N 0.0 58 16.3
11.6% | ————— | 10.0% [ — — — 9.4% [ gy — — e B
hzh-fRE 200~299FK
1,191 A 0.0 9.6 269 1,122 0.0 143 227
10.5% R S —— | 14.1% | |
- - EA 3005 E
1,693 A 2,507\ 67 11.7 26,9
14.5% - = ) 11.3% [ |
Enterobacter spp. itz 200K
2,143 A 0.0 5.0 106 676A 00 30 105 314A 0.0 38 105
5.8% o= | 4% | e | 4.6% e |
hzh-fRE 200~299FK
608\ 1.4 5.2 g5  448A
5.4% | P | s56%
- A A 3005RELE
859N 25 6.0 106 1,381A
7.3% | | 6.2%
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S. marcescens

P. aeruginosa

Acinetobacter spp.

731 A
2.0%

3,745
10.1%

635A
1.7%

0.0 1.8 150
| ieh— |
ID'D 10.2 ED.Dl
00 1.3 5.7

%)

5
R
g3

Bt

B[

239N 0018
1.7%

g (PR

257N o0 1.7
2.3%

A% - HEE - AT

235A 1015
2.0%

B e)

1,197 A 0081
8.6%

g (PR

1,268 A 0.0 86

11.2% |

[EEREAERES W

1,280 A 871086 150
10.9% ! —|
e

222 A 00 0.8 43
1.6% |
W

216 A 00 17 57
1.9% |
A 2 M

197X 0.0 1.4 23
1.7% — ! — |
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128 A
1.9%
200~299Fk
205N
2.6%
300K E
398 A
1.8%
200PKKiiE
689 A
10.0%
200~299Fk
881 A
11.1%
300K E
2,175
9.8%
200PRKiiE
76 N
1.1%
200~299Fk
177 N
2.2%
3005R £
382A
1.7%

0o 1.8 15.0
| HF—— |
05 149 71
| H— |
09148 13.4
HH |
0o ga S0.0
—a— |
51 10.2 22.0I
|H—— |
lﬁ.B 10.2 19.0|
H—t

0o 11 41|
H—ft—1+—

03 1.3 =
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YFTE D4R
RN EBEE
36,959 A
AFS U EEED RIBKE
(MRSA) 4,460 AN
12.1%
JSARA Mt EET ROKRE
(VRSA) OA
0.0%

0.0

429

%)

5
R
g3

Bt

B[

13,946 A

rhgh- R
11,318A

FaZh - - BRI
11,695A

T2
1,502.A 68 11.0 429
10.8% I |
g (e

1,443 A 04 139 215
12.7% | |
B A S

1,515A 82 122 223
13.0% [ |
T2

0A 00

0.0% |

g (e

OA 00

0.0% |

B A S

oA 00

0.0% |
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200FR>Kif
6,885\

200~2995
7,933A

3005 £
22,141 N

2005
847 A 04 132 42.9
12.3% e |
200~299FK
986 A

12.4%

300FRAU E
2,627 X 63 115 223
11.9% |
2005
oA 0.0
0.0% |

200~299FK

oA 0.0
0.0% |

300FRHU E

0A 0.0
0.0% |

53.2 121 2349
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OV A S 2 MHEREERE (VRE)
2N
0.0%

RIS MR ZERE (PRSP)
10A
0.0%

ZEIMHERIEE (MDRP)
36A
0.1%

lCI.CI 0o 21
lD.D Q.0 0.5
0.0 00 0.5

%)

iy
v
1

Bt

B[

2N 0.0 0.0
0.0%

g (RE
oA 0.0
0.0% |
g8 A BT
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0.0%

Ele
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0.0%

g (RE

7N 0.0 0.0
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IR TR - ERATN
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ez

12N 0.0 0.0
0.1%

thh. (FEg

14N 0.0 0.0
0.1%

IR R - BRATN

10A 00 04

0.1% ! !
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ZRIMET SR NS~
(MDRA)

TV IR ST PERRARE

IV IR ALTEESF T

OA
0.0%

541 N
1.5%

35A
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oA 00
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g R SN
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0.0%

thss- (P

26N 00 00
0.2%
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6A 00 00
0.1%
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200FRi
oA

0.0%
200~299Fk
oA
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300K E
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0.0%
200FRi
89A
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200~299Fk
183 A
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300K E
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FEDMER
=s|lee Mes @R
SEEENE  bEFEER 0 OWEERE wmmER 0 omEEE geweRm
Bt D 7 ORRU SRR e[} 2005k
o 250
123 0.702 0.0 02 B_Bl (1)'29702 lﬂiﬂlg‘—| a_al 3.26);0 '% =1.:"|
Hhzh- (R 200~299FK
46 A 00 02 15  75A 0.0 0.3 3.9
0.4% —— 1 0.9% = |
8- 7 - BTN 300BRIUE
77X 00 05 17 133A 0.0 04 15
0.7% |-|:':I—|| 0.6% |'_|:|:|—| |
BT T 7 ORRU S TIEAR el 2005k
2,607 A 0.0 6.7 198 899N 00 46 1958 455N 0.0 =Ny 11.4
7.1% | ——— | 6.4% | | 6.6% — ! H |
hzh-fRE 200~299FK
744N 27 7.0 107 582A 1.3 67 188
6.6% | 1 73% H—— |
8- R - BTN 300BRIUE
964 A 130 78 125 1,570A 0.0 .8 125
8.2% —— —= 1 7.1% i
JILADF ) O MEARE e[ 20055
4,454 N 0.0 11.5 218 1,633\ 0.0 10.0 218 906A 0.0 2.6 21.7
12.1% | 1+ | 11.7% | — | 13.2% | —m—fF———+— |
hzh-fRE 200~299FK
1,270 A 1,000 51 11.5 218
11.2% e — 12.6%A | = |
I8 AR FATN 300BRIUE
1,551A 43 127 217 2,548A
13.3% | e | 11.5%
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