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. 1 E coli 277 (23.4%) 1
M 2 S. epidermidis 138 (11.6%) 2
(n=9,328) 3 s aureus (MRSA) 82 (6.9%) 3

4 K. pneumoniae subsp. 68 (5.7%) 4

5 CNS 50 (4.2%) 5

. 1 5. aureus (MRSA) 746 (12.3%) 1
PPIRAERIR 5 veasts 571(9.4%) 2
% 3 P. aeruginosa 479 (7.9%) 3
(n=48,455) 4 Gemelia 379 (6.2%) 4
5 Corynebacterium sp. 369 (6.1%) 5

1 Ecoli 1,654 (28.2%) 1

PR 2 E faecalis 499 (8.5%) 2
(n=27,194) 3 p, aeruginosa 397 (6.8%) 3
4 K. pneumoniae subsp. 344 (5.9%) 4

5 P mirabilis 293 (5.0%) 5
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E. coli

S. epidermidis
CNS

S. aureus (MRSA)

K. pneumoniae subsp.

S. aureus (MRSA)
C. albicans

P. aeruginosa
Streptococcus sp.
S. pneumoniae
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

522 (29.9%)
141 (8.1%)
127 (7.3%)
109 (6.2%)
106 (6.1%)
1,087 (10.3%)
848 (8.0%)
827 (7.8%)
611 (5.8%)
597 (5.7%)
1,685 (33.7%)
489 (9.8%)
407 (8.1%)
295 (5.9%)
230 (4.6%)
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E. coli

S. epidermidis

K. pneumoniae subsp.

S. aureus (MSSA)
S. aureus (MRSA)
Streptococcus sp.
C. albicans

5. aureus (MRSA)
Candida sp.

CNS

E. coli

E. faecalis

CNS

K. pneumoniae subsp.

P. aeruginosa

1,516 (23.7%)
659 (10.3%)
457 (7.1%)
366 (5.7%)
337 (5.3%)
3,119 (9.8%)
3,076 (9.7%)
2,809 (8.8%)
2,403 (7.6%)
2,060 (6.5%)

4,782 (29.3%)
1,611 (9.9%)
1,023 (6.3%)
925 (5.7%)
763 (4.7%)
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P. aeruginosa
Acinetobacter spp.

E. coli

K. pneumoniae
Proteus mirabilis
FRrafliEid 2k

S. aureus
Enterococcus spp. £&

S. pneumoniae
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CTX. CAZ. CPDXHROE. coli

CTX. CAZ. CPDXHRDK. pneumoniae

CTX. CAZ. CPDXHR®DProteus mirabilis
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MPIPCHR®DStaphylococcus aureusFIIBmiRIG
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VCM M@ B ERIRATEIE. VCM H5 12010
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PCGH'RERRAE TIIEDS. pneumoniae

13/ 1,220
(1.1%)

0/ 248tk
(0.0%)

885 / 3,921%k
(22.6%)

148 / 1,338k
(11.1%)

69 / 4108k
(16.8%)

67 / 6,673tk
(1.0%)

1,585 / 3,257
(48.7%)
3/1,7074
(0.2%)

1/ 4518
(0.2%)

16/ 1,221%%
(1.3%)

0/ 1704
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5 / 3554k
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23A 38A 28A 29 A 33A 34N 27 A 37A 33A 22h 42N

S. aureus 42N

S. epidermidis 3A S5A 6A 7A 8A 4.A 7A 13A 6A 7 6A 8A
S. pneumoniae 5A (/PN 2Ah 3A EYN LN 3A S5A 1A 1A 1A 5A
E. faecalis 14 A EYN 1A 4N 7A 7A 4. 9A A oS 11A S5A
E. faecium S5A 2N EIN 3A 2A B6A EYN 2A 1A 6A 1A 3A
E. coli 23 A 23N 26.A 19A 10A 14A 24N 20 A 15A 11A 20A 25A
K. pneumoniae LN 7N 134 EYN [N SA 9L 11A SA PN 8A 4h
Enterobacter spp. 7A 4N 5A 1A 8A B6A 8A 8A 3A 7A 8A 3A
S. marcescens 3A 1A 3A 2A 3A S5A (N 0A 1A 3A 4A 1A
P. aeruginosa 15A EUN 18A 9A 23h 18A 21h 20A 14N 16.A 13A 17A
Acinetobacter spp. 0A oA oA oA oA 1A oA 1A YN EYN 1A 4h
AF U SR ET RORE 20A 14X 21N 12A 19A 17X 15A 15A 21A 22h 10A 22A
IO MR T ROKE 0A oOA oA oA oA 0A (1N 0A oA oA 0A oA
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HIL) N AMECSF T 0A 1PN oA oA oA 0A oA OA oA oA 0A oA
BT D P OZRL ik 1A 1A 1A 1A oA 0A oA oA 2A 0A 1A oA
Bt E D7 ORRY SRR 8A 6A 40 5A 4 4A 9A 5A A 3A 3A 3A
DILADF /O MtERBE 7A 13A 8A 8A S5A 3A 14h 7A 8A SA 9A 10A
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S. aureus 37 A

S. epidermidis [N 1A OA oA OA oA oA oA oA 0A 0A oA
S. pneumoniae 1A oA oA [EN 0A OA OA 0A oA OA 0A (PN
E. faecalis 7N OA 0A 1A 0A oA 1A 0A oA 2A OA (1N
E. faecium 1A oA 0A oA 0A oA oA 0A OA 0A OA oA
E. coli 15A 6A OA 1A 0A oA 0A oA 0A 3A 0A (PN
K. pneumoniae 5A 2N 0A (1N 0OA oA 0A 0A oA 2A 0A 0A
Enterobacter spp. 3A 0A OA 1A OA oA OA 0A 1PN OA OA oA
S. marcescens 1A 0A OA oA 0A oA 0A oA 0A 0A 0A [N
P. aeruginosa 14 A 3A oA 1A 2A oA 2A 0A oA OA OA 1A
Acinetobacter spp. 4N 1A 0OA oA 1A 0A 1A 0A oA 1A 0A oA
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SO SRS T KeORE [\FN [N oA oA 0A oA oA oA oA oA OA oA
JN> O 2 > ERERE(VRE) 0A oA oA oA OA oA 0A 0A oA oA oA (1PN
NI AR AR E (PRSP) oA oA OA oA OA oA OA oA oA 0A OA oA
SR IERIRE(MDRP) 0A 0A OA (PN OA oA OA 0A oA 0A 0A oA
EHIMET > MO —8 0A oA A oA [VZN oA oA oA oA 0A 0OA (1PN
P A LT EHRRE 2N oA 0A oA 0OA oA oA 0A OA OA OA oA
IV ARF LT SF 7 0A OA OA oA OA oA 0A 0A OA 0A OA oA
BT 7 ORI MR 2A 2A OA [ZN 0A oA oA oA (1PN oA oA [N
BRI FOURU S HIEXRIE BA EPN OA oA 0 oA oA 0A oA 1A oA oA

ZILADF /O EABE 8A 3A 0A 1A 0A oA 0A 0A oA 1A 0A oA




MINIS2016 | MINIS2017 | 2020 —

ND ND

% oV k % oV k 15
53.5% 52.6% 20
38.4Y% 39.3% 25
m= Q£ F 1PM 14.7 m= Q£ F 1PM 12.9 10
o o. Q&+ MEPM 10.3 0. AE + MEPM 7.8
mm Q& F 1PM 0.3 m Q£ F 1PM 0.4 0.1 0.2
o. A&+ MEPM 0.5 0. AE + MEPM 0.6 i .

0D Z mm fi ® MINIS

9 2
n 8 8
2017 : 2017 7 12—
9 2 2018 10 19 3 #
n2018 1 6 — ¢ o —

o —Fz® fFe0% ™ oqA°










035 LGHEERREOZEFIRR IR

20164 LS SEN
 Streptococcus sp.(L>UEKE)  Enterococcus sp.(BEKE)
- . S. pneumoniae  Streptococcus sp. E. faecalis (n= E. faecium (n= S. aureus S. aureus CNS (n=44,720)
( )y (= ( Ya) 50,519) 13,446) (MRSA) (n= (MSSA) (n=
22,544) (n=71,143) 122,555) 91,647)
PCG B2IE5N 57165 ST 75 3% 7S 14.5% 24.0% 46.6% 27.9%
ABPC Bersa s2.2% Ee 7 s1.1% el 15.4% 25.1% 45.9% 28.7%
cvwaree  SISORNINN OAGo0NIN BAZSNNN 557 (60656 5.6% 57.6% GO0 9.4
CEZ 83.9% 65.0% 87.9% 19.8% 23.4% 43.5% 73.4% {16016 73.6%
X 561250 572520 B515 o.7% (16.7%)  (0.0%) 36.9% {66165 50.0%
IPM/CS 26T s6.5% B9 s7.8% 75N 14.5% 74.6% [160165 73.5%
e N MEPM BE5ETIN s5.7% BoETA 42.4% 45.6% 4.2% 67.5% sl 71.9%
GM 4.1% 0.0% 6.0% 27.3% 23.7% 44.7% 64.8% 62.4% 73.8% 63.2%
MINO 57.0% 29.6% 64.0% 29.5% 26.9% 26.2% 86.8% 70.4% 99.1% | 92.5% |
EM 46.4% 10.1% 59.9% 11.8% 12.1% 4.5% 47.6% 23.6% 73.8% 45.1%
CLDM 72.2% 37.6% 79.0% 1.6% 1.3% 1.0% 72.5% 48.4% 5T s0.7%
STH ST 83.3% 84.3% 82.5% 19.4% 17.6% 31.4% 96.8% | 99.6%  99.8%  90.4%
LVFX 72.4% B3 65.7% 66.8% 80.5% 11.2% 47.4% 15.3% 82.4% 50.1%

vew 99.9%  99.8%  99.9%  99.7%  100.0%  99.7%  99.9%  100.0%  100.0%  99.9%
I 99.8%  (100.0%) 99.8%  100.0%  100.0%  99.9%  98.4%  100.0%  100.0%  98.4%
Lz 100.0%  100.0%  100.0%  99.4%  99.5%  99.3%  99.8%  100.0%  99.9%  99.6%
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S. pneumoniae  Streptococcus sp. E. faecalis (n=  E. faecium (n= S. aureus S. aureus CNS (n=51,527)
( ) (= ( e ) 57,497) 14,694) (MRSA) (n= (MSSA) (n=
22,909) (n=87,830) 131,459) 105,224)
PCG

SSI50ANN SEIETCNNN ST 7o.00  SHSYNN 12.7% I 4s7%  287%

ABPC SEETN s4.70 SN s1.00  BOIGTANN 12.9% 24.9% T 45.8% 30.5%
cvwaree  SEITO0NINN O8I0 GOSN 5.0  [HGGIGOGMM (4.2%)  59.7%
CEZ 86.1% 63.0% 89.0% 18.1% 23.3% 34.8% 74.6%

CTX 5E1E5aNN SEI0T2NN 57658 0.7 (6.3%)  (0.0%)  48.3%
1PM/CS AN 5220 GOSN s7.6%  OASTNN 12.5% 75.6%

2 N MEPM 51T s5.0% B 45.8% 54.2% 5.1% 68.4%
GM 3.8% 6.3% 2.9% 25.9% 24.8% 36.5% 64.8%
MINO 59.4% 32.6% 64.3% 30.0% 26.7% 27.9% 87.7%
EM 48.5% 10.2% 60.8% 13.3% 13.1% 4.9% 47.0% 24.5% 70.8% 46.0%
CLDM 74.6% 42.9% 80.0% 1.3% 0.9% 2.2% 74.5% 54.1% 2T s1.6%
STH ST 81.4% 82.9% 80.4% 15.8% 16.4% 21.5% (65N 99165 997 50.58%
LVFX 71.2% ST 65.6% 68.7% 82.4% 11.4% 46.9% 14.0% 82.7% 52.3%

veu 99.9%  100.0%  99.9%  99.5%  99.9%  99.4%  100.0%  100.0%  100.0%  99.9%
U= 99.8%  100.0%  99.8%  99.9%  100.0%  99.7%  99.0%  100.0%  100.0%  98.5%
Lz 99.7%  100.0%  99.7%  99.1%  99.3%  98.7%  99.8%  100.0%  99.9%  99.5%

TSARBEHN 30U T DIZE(E. BERMRZIFMCTHEHD TRRULTWET.
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Staphylococcus aureus (MSSA)

PCG (N=3,353) 1,789(53.4%)

CEZ (N=3,733)

CVA/AMPC (N=452)

1PM/CS (N=3,552)

GM (N=3,510)

EM (N=3,536)

CLDM (N=3,281)

MINO (N=3,742)

LVFX (N=3,745)

ST (N=2,479)
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Staphylococcus aureus (MRSA)

GM (N=4,092)

EM (N=4,006)

CLDM (N=3,682)

mS_##
MINO (N=4,414)

I
VCM (N=4,309

(N=4,309) R H
TEIC (N=3,930)
LVFX (N=4,314)
ST (N=2,418)
LZD (N=3,363)

0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%
DAP (N=161) S
) ) ) ) ) ) ) ) ) NS_#:%
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Staphylococcus aureus (MSSA)

2,098(54.3%)

PCG (N=3,861)

 1:1(0.0% :
CEZ (N=4,178)

CVA/AMPC (N=734)

IPM/CS (N=4,040)
1:141(3.5%) |
GM (N=4,000) 971(24.3%)
1:137(3.4%) |
EM (N=4,022) 1,039(25.8%)

1:36(1.0%)

CLDM (N=3,779) 162(4.§%)

1:14(0.3%) i
MINO (N=4,239)

 1:76(1.8%)

LVFX (N=4,181) 648(15.5%)

ST (N=2,779)

0% 10% 20% 30% 40% 50% 60% 70% 80% 90%
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I_#%
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Staphylococcus aureus (MRSA)

GM (N=4,421)
EM (N=4,366)

CLDM (N=4,106)

ns_
MINO (N=4,806)
1%
VCM (N=4,692
( ) R B
TEIC (N=4,259)
LVFX (N=4,638)
ST (N=2,829)
LZD (N=3,568)
0%  10%  20%  30%  40%  SO%  60%  70%  80%  90%  100%
DAP (N=145) mS_HH
i i i i i i i i i NS_# %
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Staphylococcus epidermidis

20174

Staphylococcus epidermidis
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Enterococcus faecalis

TFINAATS I

PCG (N=2,500)

ABPC (N=2,723)

EM (N=2,400)

MINO (N=2,747)

VCM (N=2,740)

TEIC (N=2,467)

LVFX (N=2,674)

741(30.9%) Ny

1:455(16.6%)

I_#3%
WR_#
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Enterococcus faecium

PCG (N=691) 591(85.5%)

ABPC (N=719) 608(84.6%)

EM (N=638)
mS_HH#
MINO (N=744) 191(25.7%) 13

| ER_H
VCM (N=715)

TEIC (N=668)
LVFX (N=716)

LZD (N=540)

0% 10% 20% 30% 40% 50% 60% 70%
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Enterococcus faecalis

TFINAATS I s
g

PCG (N=2,813)

ABPC (N=3,002)

EM (N=2,678)

MINO (N=3,142)

VCM (N=3,138)

TEIC (N=2,795)

LVFX (N=3,032)

71(2.5%)

787(29.4%) 1,541(57.5%) oS

| | I_##%
1:522(16.6%)

wR_H %
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Enterococcus faecium

631(87.3%)

664(87.1%)

PCG (N=723)

ABPC (N=762)

S:34(4.9%)  1:117(17.0%

EM (N=687) 536(78.0%)

| | | S %

MINO (N=791) : 360(45.%) : 1_#25
‘ R

1:1(0.1%)
VCM (N=776)

TEIC (N=736)

LVFX (N=756) ) 653(86.4%)

1:8(1.3%)
LZD (N=602)
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Streptococcus pneumoniae(BERARIK)

TUFINAATS I
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Streptococcus pneumoniae(BERARIALISL)

PCG (N=1,037)
| 1:14(1.7%)
PCG (N=1) 1(100.0%) CTX (N=836)
: : : : : : : : : nS_ mS_##
: : : : : : : : : s MEPM (N=1,117) i
A ti i
: : : : : : : : : EM (N=1,074)
CTX (N=1) CLDM (N=630) 384(61.0%)
' ' ' ' ' ' ' ' ' 3 I:12(1.b°/o)
. . . . . . . . . LVFX (N=1,177)
0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100% 0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%
HROBBET —HEHDFEFATU. (S. NSHITE) VEM (N=1,118) e
: : : : : : : : : NS_# 3
0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%
, mlI'IIIE 6 mlI'IIIE
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Streptococcus pneumoniae(BERARIK)

PCG (N=4)

CTX (N=4)

3(100.0%)

CLDM (N=2)

LVFX (N=3)

0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%

VCM (N=4)
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Streptococcus pneumoniae(BERARIAIISL)

PCG (N=1,058)
CTX (N=821)
MEPM (N=1,123)
EM (N=1,063) )
CLDM (N=661)

LVFX (N=1,149)

0% 10% 20% 80% 90% 100%

VCM (N=1,122)
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Streptococcus pyogenes

EM (N=200) 92(46.0%)
nS_
e Lo
3 3 3 3 3 3 3 3 3 R
| | | | | | | 1:1(0.5%)
CLDM (N=213) 27(12.7%)
0%  10%  20%  30%  40%  50%  60%  70%  80%  90%  100%
PCG (N=221)
ABPC (N=232) i i i i i i i i i S R
CTX (N=187) : : : : ) : : : : NS_# 3
0%  10% 20%  30% 40%  50%  60% 70%  80%  90%  100%
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Streptococcus agalactiae

EM (N=1,216)

121(1.8%)

CLDM (N=1,157) 269(23.2%)
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Acinetobacter spp.
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b
(n=7,524)

IFIRESRAR
7
(n=43,590)

R
(n=23,138)

15mF

i
(n=121)

ITIREE AR
®
(n=5,110)

53
(n=1,049)

FRARBI AR =R

B2

E. coli

S. epidermidis

S. aureus (MRSA)

K. pneumoniae subsp.
S. aureus subsp. aureus
S. aureus (MRSA)
Yeasts

P. aeruginosa

K. pneumoniae subsp.
Corynebacterium sp.
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

u P WNHEH DA WNE A WN

Enterococcus sp.

203 (26.5%)
93 (12.2%)
75 (9.8%)
40 (5.2%)
30 (3.9%)

518 (14.9%)

425 (12.2%)
322 (9.3%)
236 (6.8%)
218 (6.3%)

1,107 (28.9%)
378 (9.9%)
260 (6.8%)
218 (5.7%)
217 (5.7%)

-
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E. coli

S. epidermidis

CNS

K. pneumoniae subsp.
S. aureus (MRSA)

S. aureus (MRSA)

P. aeruginosa

C. albicans
Streptococcus sp.

K. pneumoniae subsp.
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

383 (27.3%)
142 (10.1%)
85 (6.1%)
82 (5.8%)
80 (5.7%)
1,047 (10.6%)
899 (9.1%)
833 (8.4%)
658 (6.7%)
531 (5.4%)
1,606 (33.4%)
502 (10.4%)
347 (7.2%)
285 (5.9%)
223 (4.6%)

1

2
3
4
5
1
2
5
4
5
1
2
5
4
5

E. coli

S. epidermidis

K. pneumoniae subsp.
S. aureus (MRSA)

S. aureus (MSSA)

S. aureus (MRSA)
Streptococcus sp.

C. albicans

Candida sp.

CNS

E. coli

E. faecalis

CNS

K. pneumoniae subsp.

P. aeruginosa

1,252 (23.4%)
554 (10.3%)
455 (8.5%)
283 (5.3%)
191 (3.6%)

2,879 (9.5%)

2,799 (9.3%)

2,530 (8.4%)

2,419 (8.0%)
1,851 (6.1%)

4,051 (27.9%)
1,388 (9.6%)
916 (6.3%)
779 (5.4%)
698 (4.8%)

1 E. coli

1 (100.0%)

UAWNRE ODWNE OONWN

S. epidermidis
Bacillus subtilis subsp.
S. pneumoniae

S. aureus (MRSA)

S. agalactiae

S. pneumoniae

H. influenzae
Moraxella (Branhamella)
H. influenzae (BIEEELE)
P. aeruginosa

E. coli

E. faecalis

CNS

K. oxytoca

Citrobacter sp.

11 (34.4%)
6 (18.8%)
3 (9.4%)
3 (9.4%)
2 (6.3%)

134 (15.6%)

129 (15.1%)

126 (14.7%)
54 (6.3%)
51 (6.0%)

42 (35.0%)

23 (19.2%)
9 (7.5%)
6 (5.0%)

5 (4.2%)

1

2
3
4
5
1
2
3
4
5
1
2
3
4
5

S. epidermidis

E. coli

S. capitis subsp. capitis
S. aureus (MSSA)
S. haemolyticus
H. influenzae
CNS

S. aureus (MRSA)
S. pneumoniae
H. parainfluenzae
E. coli

CNS
Enterococcus sp.
E. faecalis

a-Streptococcus

27 (30.3%)
8 (9.0%)
7 (7.9%)
6 (6.7%)
5 (5.6%)
497 (11.7%)
489 (11.5%)
358 (8.4%)
296 (7.0%)
282 (6.6%)
222 (23.9%)
186 (20.0%)
127 (13.7%)
99 (10.7%)
34 (3.7%)

e ___

M
(n=6,272)

RO ERRAR
L%
(n=32,008)

53
(n=18,072)

E. coli

S. epidermidis

S. aureus (MRSA)

K. pneumoniae subsp.
S. aureus (MSSA) (BE4)
S. aureus (MRSA)
Yeasts

P. aeruginosa

K. pneumoniae subsp.
Corynebacterium sp.
E. coli

E. faecalis

P. aeruginosa

Enterococcus sp.
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K. pneumoniae subsp.

114 (26.2%)
57 (13.1%)
36 (8.3%)
18 (4.1%)
17 (3.9%)

303 (18.3%)

258 (15.6%)
155 (9.4%)
124 (7.5%)
120 (7.3%)

699 (27.3%)

260 (10.1%)
178 (6.9%)
158 (6.2%)
140 (5.5%)

N =

E. coli

S. epidermidis

K. pneumoniae subsp.
CNS

S. aureus (MRSA)

S. aureus (MRSA)

C. albicans

P. aeruginosa
Streptococcus sp.

K. pneumoniae subsp.
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

23

359 (28.3%)
123 (9.7%)
77 (6.1%)
74 (5.8%)
73 (5.7%)

935 (11.9%)
760 (9.7%)
631 (8.1%)
511 (6.5%)
498 (6.4%)

1,372 (33.1%)

418 (10.1%)
311 (7.5%)
265 (6.4%)
186 (4.5%)

-

2
3
4
5
1
2
3
4
5
1
2
3
4
5

E. coli

S. epidermidis

K. pneumoniae subsp.
S. aureus (MRSA)

S. aureus (MSSA)

S. aureus (MRSA)

C. albicans
Streptococcus sp.
Candida sp.
Corynebacterium sp.
E. coli

E. faecalis

K. pneumoniae subsp.
P. aeruginosa

CNS

1,125 (24.6%)
440 (9.6%)
400 (8.8%)
251 (5.5%)
148 (3.2%)

2,347 (10.4%)

2,225 (9.9%)

2,166 (9.6%)

2,054 (9.1%)

1,409 (6.3%)

3,283 (28.9%)

1,082 (9.5%)
685 (6.0%)
595 (5.2%)
517 (4.5%)

PRI AR =R

B2

e
E. coli
m;ﬁ 2 S. epidermidis
(n=9,328) 3 s aureus (MRSA)
4 K. pneumoniae subsp.
5 CNS
" 1 S aureus (MRSA)
MFIREERIR 5 veass
ﬁ( 3 P. aeruginosa
(n=48,455) 4 Gemelia
5 Corynebacterium sp.
1 E coli
,7? 2  E faecalis
(n=27,194) 3 P. aeruginosa
4 K. pneumoniae subsp.
5 P. mirabilis

15mTF

277 (23.4%)
138 (11.6%)
82 (6.9%)
68 (5.7%)
50 (4.2%)
746 (12.3%)
571 (9.4%)
479 (7.9%)
379 (6.2%)
369 (6.1%)
1,654 (28.2%)
499 (8.5%)
397 (6.8%)
344 (5.9%)
293 (5.0%)

-
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E. coli

S. epidermidis

CNS

S. aureus (MRSA)

K. pneumoniae subsp.
S. aureus (MRSA)

C. albicans

P. aeruginosa
Streptococcus sp.

S. pneumoniae

E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

522 (29.9%)
141 (8.1%)
127 (7.3%)
109 (6.2%)
106 (6.1%)

1,087 (10.3%)
848 (8.0%)
827 (7.8%)
611 (5.8%)
597 (5.7%)

1,685 (33.7%)
489 (9.8%)
407 (8.1%)
295 (5.9%)
230 (4.6%)

-

G dWNHE DD WNEFE DDA WN

E. coli

S. epidermidis

K. pneumoniae subsp.
S. aureus (MSSA)

S. aureus (MRSA)
Streptococcus sp.

C. albicans

S. aureus (MRSA)
Candida sp.

CNS

E. coli

E. faecalis

CNS

K. pneumoniae subsp.

P. aeruginosa

1,516 (23.7%)
659 (10.3%)
457 (7.1%)
366 (5.7%)
337 (5.3%)
3,119 (9.8%)
3,076 (9.7%)
2,809 (8.8%)
2,403 (7.6%)
2,060 (6.5%)

4,782 (29.3%)
1,611 (9.9%)
1,023 (6.3%)
925 (5.7%)
763 (4.7%)

i
(n=109)

1  Gemella

ITIRES AR
®
(n=5,101)

1 S aureus (MRSA)

53
(n=1,028)

1 (100.0%)

1 (100.0%)
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S. pneumoniae
Streptococcus sp.

E. coli

Bacillus cereus

Bacillus subtilis subsp.
S. pneumoniae

H. influenzae

Moraxella (Branhamella)
S. aureus subsp. aureus
P. aeruginosa

E. coli

E. faecalis
Enterococcus sp.

S. epidermidis

C. freundii

3 (18.8%)
2 (12.5%)
2 (12.5%)
2 (12.5%)
2 (12.5%)
193 (22.2%)
180 (20.7%)
119 (13.7%)
51 (5.9%)
35 (4.0%)
44 (39.6%)
12 (10.8%)
9 (8.1%)
5 (4.5%)
5 (4.5%)

1

2
3
4
5
1
2
3
4
5)
1
2
3
4
5)

S. epidermidis
Bacillus sp.

S. aureus (MSSA)
E. coli

S. aureus (MRSA)
CNS

S. aureus (MRSA)
H. influenzae

S. aureus (MSSA)
Corynebacterium sp.
E. coli

CNS
Enterococcus sp.
E. faecalis

S. aureus (MRSA)

25 (26.9%)
8 (8.6%)
6 (6.5%)
6 (6.5%)
5 (5.4%)
648 (15.3%)
417 (9.9%)
398 (9.4%)
395 (9.3%)
252 (6.0%)
259 (28.3%)
168 (18.3%)
123 (13.4%)
83 (9.1%)
30 (3.3%)

oy s e

E. coli

Eﬂ;ﬁ 2 S. epidermidis
(n=7,228) 3 S aureus (MRSA)

4 K. pneumoniae subsp.

5 E. faecalis

1 S. aureus (MRSA)
DFORES AR 2 Gemella
ﬁ; 3 Yeasts
(n=34,318) 4 P. aeruginosa

5 Corynebacterium sp.

1 E. coli
173 2 E. faecalis
(n=20,256) 3 Enterococcus sp.

4 P. aeruginosa

5 K. pneumoniae subsp.

185 (26.8%)
81 (11.7%)
53 (7.7%)
31 (4.5%)
26 (3.8%)
374 (13.0%)
316 (11.0%)
252 (8.8%)
235 (8.2%)
203 (7.1%)
953 (28.0%)
287 (8.4%)
238 (7.0%)
221 (6.5%)
169 (5.0%)

1
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E. coli

S. epidermidis

S. aureus (MRSA)
CNS

K. pneumoniae subsp.
S. aureus (MRSA)

C. albicans

P. aeruginosa
Streptococcus sp.

K. pneumoniae subsp.
E. coli

E. faecalis

P. aeruginosa

K. pneumoniae subsp.

P. mirabilis

23

376 (31.8%)
91 (7.7%)
85 (7.2%)
79 (6.7%)
76 (6.4%)

939 (12.3%)
700 (9.1%)
620 (8.1%)
472 (6.2%)
467 (6.1%)

1,303 (33.2%)

393 (10.0%)
329 (8.4%)
228 (5.8%)
182 (4.6%)

1

2
3
4
5
1
2
3
4
5
1
2
3
4
5)

E. coli
S. epidermidis

K. pneumoniae subsp.

S. aureus (MRSA)
S. aureus (MSSA)
C. albicans
Streptococcus sp.
S. aureus (MRSA)
Candida sp.

P. aeruginosa

E. coli

E. faecalis

K. pneumoniae subsp.

P. aeruginosa
CNS

1,358 (25.4%)
474 (8.9%)
419 (7.8%)
286 (5.3%)
282 (5.3%)

2,686 (11.3%)

2,440 (10.3%)

2,214 (9.3%)

2,082 (8.8%)
1,308 (5.5%)

3,848 (29.8%)
1,268 (9.8%)
793 (6.1%)
671 (5.2%)
612 (4.7%)
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P. aeruginosa (n=3,438)
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