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Coagulase-negative staphylococci (CNS)
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Enterococcus faecalis
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Enterococcus faecium
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Streptococcus pneumoniae(BERIRIK)
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Streptococcus pneumoniae(BERARIALIST)
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Streptococcus pyogenes
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Streptococcus agalactiae
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Escherichia coli
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Klebsiella pneumoniae

ABPC (N=1,745)
PIPC (N=1,919)
TAZ/PIPC (N=1,045)
CEZ (N=329)

CTX (N=1,428)
CAZ (N=1,712)
CFPM (N=1,767)
AZT (N=1,376)
IPM/CS (N=1,701)
MEPM (N=1,790)
AMK (N=1,734)
LVFX (N=1,804)

CMZ (N=1,711)

FPoFINAAT S

_4(5?%’821 5%) m_ ‘ ‘ ye 7 ‘ ‘

 1:330(17.2%)
m 305(15.9%)

1:17(1.6%)

- I 10(3‘ 0%)

_ 162(45.2%)

\ \ \ ‘ : I 3(0 2,0/0)
I: 10(0.6%)

L SARO5I%) e ]

: : : : : : : 1 1:5(0.3%
o)

| | | I 9(0. 7%
‘ 1:13(0.8%) ‘

1:1(0.1% |
|
B I I I I I I : IZ(Olb/O) I

1:17(0.9%

1:5(0.3%) |

0% 10% 20% 30% 40% 50% 60% 70% 80% 90%

12

S_#EE
I %
" R_#E %



2018%F1H~20184%6H

Enterobacter cloacae
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Enterobacter aerogenes
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Citrobacter freundii
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Citrobacter koseri
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Proteus mirabilis
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Proteus vulgaris
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Serratia marcescens
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Pseudomonas aeruginosa
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Acinetobacter spp.
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Haemophilus influenzae
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148,380) (n=62,398) (n=20,713) (n=57,507) BR&E) (n= By (n=
43,024) 12,320)

S ABPC 35.1% 50.9% 4.8% 46.5% 17.3% 4.1% 0.4% 13.4%
eSS PIPC 58.1% 54.3% 62.0% 55.8% 70.0% 78.9% 79.9% 76.1%
BINDIH L RTINS TAz/PirC [ 94i8%NN 671390 96165 98T 88.6% 82.9% 84.8% 71.8%
VAIOLINY S SBT/ABPC  61.2% 64.3% 80.2% 61.0% 41.0% 20.1% 0.5% 68.0%
EIPII CEZ 12.6% 16.8% 28.4% 9.6% 2.4% 2.2% 0.2% 7.8%
EIAGE I cTX 76.6% 72.5% 9314% 1 75.7% 75.7% 36.2% 1.5% 72.0%
(LN CAZ 85.1% 82.9% 96.5% |96.7%  81.5% 85.8% 87.7% 80.2%
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FAN AT AZT 80.4% 76.1% 93.5% 1 89.9% 82.1% 66.1% 72.8% 22.7%
BUIRASY GM 9013%0 57.8% ©97:8% 0 80.5% 7% 53.6% 84.1% 82.2%
TN AMK 99.7%  99.6%  99.9%  99.2%  99.9%  92.1%  94.3%  85.1%
STEH! ST 85.2% 80.6% ©93.5% | 85.6% 92:1% 1 45.4% 11.5% 89.2%
LRIOFSS Y LVFX 72.0% 58.4% 96:9% 1 72.8% 90.2% | 81.4% 81.3% 81.9%
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(FEAERE) (n= (FhARERELAS) 28,028) 7,638) (MRSA) (n= (MSSA) (n=
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©219% 1 5725000 BIAN 76.000  B78%INN 13.3%  23.9% [ 468%  26.4%
IS ABPC 96.3%  88.9% 96.6% " 79.0% 99:9% " 14.7% 25.3% T 47.9% 28.2%

D975 B TERSIY  cvaavee  (GEIG00NI 99iI 98175 83.2% 100:0% " (0.0%) 59.1% T Bol7e 63.8%
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AU MINO 60.3% 37.9% 23.6% 26.9% 89.2%

TURORASY EM 47.7% 16.9% 11.0% 3.8% 48.0%

DUSHRAS CLDM 74.7% 52.9% 0.7% 0.4% 76.0%

ST&H ST 81.2% 82.8% 16.5% 19.2%

LRIOFHS > LVFX 72.9% 90:6% " 67.4% 66.0% 81.3% 10.3%

JARATY vem 99.8%  99.9%
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P. aeruginosa (n=1,672)

e ) IAE IN i3
273 (16.3%)

IV R AL+T =000 R F7IV) \RE AL+ T)LADOF ) O
5 (0.3%) 91 (5.4%)
=R
20 (1.2%)
F=J0U30 R J)LAO=F O miE
14 (0.8%) 228 (13.6%)

F=JOUOST R+D)LAOF ) O>fmE
19 (1.1%)
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Acinetobacter spp. (n=258)

e ) IAE IN i3
14 (5.4%)
IV R AL+T =000 R FIV) \REALA+T)LADOF ) O
0 (0.0%) 0 (0.0%)
=R
0 (0.0%)
F=J0U0 R J)LAOF O miE
0 (0.0%) 34 (13.2%)

F=JOUOS R+D)LAOF ) O>fmitE
2 (0.8%)
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E. coli
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L ESE R %N
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S. pneumoniae

M S+

=RBICIE

=RBICIE

CTX. CAZ, CPDXH'RDE. coli

CTX. CAZ. CPDXH'RDK. pneumoniae

CTX. CAZ. CPDXH'RDProteus mirabilis

MEPM HA'IAR  IPM AIARADCMZ HR

MPIPCHRMDStaphylococcus aureusFiz(&iRIREE

HITMRSALHITESNTRR

VCM DY@ R IRE T VCM D51 R4k
BUA TR, BIRIBIIT VRE ERESREN TR

PCGHMERMASETMIEDS. pneumoniae

MEEES

b=
7 / 5124k
(1.4%)

0/ 95k
(0.0%)

473 / 2,060%k
(23.0%)

60 / 585#k
(10.3%)

31/ 210%
(14.8%)

35/ 3,313%
(1.1%)

760 / 1,658%k
(45.8%)

2 / 857t
(0.2%)

0/ 245
(0.0%)
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3t - R
6 / 599tk
(1.0%)

0/ 81k
(0.0%)

394 / 1,513%k
(26.0%)

20 / 528tk
(3.8%)

31/ 257%k
(12.1%)

61 / 2,694%k
(2.3%)

721/ 1,397k
(51.6%)

0/ 727%k
(0.0%)

4 / 258tk
(1.6%)

FZh - TEE - BACHN

7 / 561
(1.2%)

0/ 82t
(0.0%)

450 / 1,758t
(25.6%)

20 / 691%
(2.9%)

34 / 1504k
(22.7%)

33/ 2,951%k
(1.1%)

737 / 1,364
(54.0%)

0/ 720%%
(0.0%)

3/ 2134
(1.4%)

B{K

=FEB2K
20/ 1,672k
(1.2%)
0/ 258%k
(0.0%)
1,317 / 5,331#%
(24.7%)
100 / 1,804%k
(5.5%)
96 / 617k
(15.6%)
129 / 8,958%k
(1.4%)
2,218 / 4,419%
(50.2%)
2 / 2,304%k
(0.1%)

7 /] 716K
(1.0%)
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