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Staphylococcus aureus (MSSA)
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Staphylococcus aureus (MRSA)
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Staphylococcus epidermidis
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Coagulase-negative staphylococci (CNS)
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Enterococcus faecalis
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Enterococcus faecium
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Streptococcus pneumoniae(BERIRIK)
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Streptococcus pneumoniae(BERARIALIST)

PCG (N=1,058)

I | | | | | | | O L14(1.7%)
CTX (N=821) | ek

3 ' 1:130(11.6%) oS

MEPM (N=1,123) .

FR_
EM (N=1,063)

CLDM (N=661)
LVFX (N=1,149)
0%  10%  20%  30% 40%  50%  60%  70%  80%  90%  100%
VCM (N=1,122) s
l l l l ; w ‘ ‘ ‘ NS 5

0% 10% 20% 30% 40% 50% 60% 70% 80% 90%  100%




VFINAATS I
20174 Be{K

Streptococcus pyogenes
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Streptococcus agalactiae

EM (N=1,317)

CLDM (N=1,290)

0% 10% 20% 30% 40% 50% 60% 70%

90%

100%

PCG (N=1,359)
ABPC (N=1,469)
CTX (N=1,085)

0% 10% 20% 30% 40% 50% 60% 70%

10

80%

90%

100%

S_HE
I 4%
mR_ 4L

mS_H#
NS_#4 41




20174

Escherichia coli
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Klebsiella pneumoniae
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Enterobacter cloacae
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Enterobacter aerogenes
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Citrobacter freundii
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Citrobacter koseri
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Proteus mirabilis
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Proteus vulgaris
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Serratia marcescens
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Pseudomonas aeruginosa
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Acinetobacter spp.
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Haemophilus influenzae
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E. coli (n= Klebsiella spp. Proteus spp. EER=ERE P. aeruginosa (% NF-GNR (#XARE
293,218) (n=134,750) (n=43,050) (n=122,467) BR&E) (n= By (n=
96,017) 30,704)
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BINDIH L RTINS TAz/PirC [ 94N60%0N 671690 95155 98135 89.0% 82.5% 85.2% 67.6%
PNV LING S SBT/ABPC  62.5% 66.3% 81.0% 61.7% 40.6% 23.1% 0.8% 66.7%
EIPII CEZ 11.5% 16.5% 24.7% 6.9% 2.2% 1.9% 0.2% 6.3%
EIAGE I cTX 77.5% 74.6% 9311% 1 76.1% 73.9% 31.0% 1.9% 57.6%
(LN CAZ 85.7% 84.0% 95.7% 96.2% | 81.8% 85.9% 89.5% 76.2%
wIIE L CFPM 88.3% 84.4% 95.9% | 83.9% 96.2% | 83.5% 86.8% 72.9%
{ZRR L SSAIFY IPM/CS 94165 9985 S8 45.2% 90:2% " 82.7% 85.0% 73.3%
AOARLZKF MEPM 99.3%  99.4%  99.4%  99.5%  98.8%  86.1% 87.0% 83.8%
FANAF L AZT 80.7% 77.0% 92:8% 183.1% 81.9% 66.5% 74.1% 22.7%
BIIRASY GM 91.0% " 89.1% 96.8% | 82.6% 96.5% | 82.4% 84.7% 76.3%
TNy AMK 99.7%  99.8%  99.9%  99.6%  99.6%  90.6%  94.0%  80.1%
ST&H! ST 85.9% 81.4% 94.0% " 84.2% 937% " 45.7% 11.7% 85.4%
LRIOFSS Y LVFX 73.2% 59.6% 96:3% ) 71.1% 89.6% 81.7% 81.9% 81.3%
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. Streptococcus sp.(L>UEk®)  Enterococcus sp.(WKE)

S. pneumoniae  Streptococcus sp. E. faecalis (n=  E. faecium (n= S. aureus S. aureus CNS (n=51,527)
(FiXEKE) (n= (BRI 57,497) 14,694) (MRSA) (n= (MSSA) (n=
22,909) (n=87,830) 131,459) 105,224)

NOTIRZIN> PCG

9315911 56:8% N (92159 79.0%

97:5% 1 12.7% 23.5% T 45.7% 28.7%
IS ABPC 96:3% 84.7% 96:179%0 51.0% 896N 12.9% 24.9% T 45.8% 30.5%
VYIS TEFSIUY  CVVAMPC (98179 98125 99149 54.6% 100:0% " (4.2%) 59.7% T 997% 63.9%

Iz CEZ 86.1% 63.0% 89.0% 18.1% 23.3% 34.8% 74.6%

(o2 CESIN cTX 96.8% | 96109 9705 0.7% (6.3%) (0.0%) 48.3%
{ZRRLSTRIF IPM/CS 94.6% " 84.2% 97:3% ) 12.5% 75.6%

XD L AR MEPM 95199 85.0% 54.2% 5.1% 68.4%

BUIRASY GM 3.8% 6.3% 24.8% 36.5% 64.8%

YA MINO 59.4% 32.6% 26.7% 27.9% 87.7%

TUZORASY EM 48.5% 10.2% 13.1% 4.9% 47.0% 24.5% 70.8% 46.0%
DUARASY cLDM 74.6% 42.9% 0.9% 2.2% 74.5% 54.1%
STaH ST 81.4% 16.4% 21.5%

LARIOFSS > LVFX 71.2% 82.4% 11.4%

RYARASY VM

F4IT5=> TEIC

JESIM LZD
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P. aeruginosa (n=3,770)

F)L) AR T4
506 (13.4%)

IV R AL+T =000 R F7IV) \RE AL+ T)LADOF ) O
8 (0.2%) 144 (3.8%)
=R
38 (1.0%)
F=J0U30 R J)LAO=F O miE
27 (0.7%) 481 (12.8%)

F=JOUOS R+D)LAOF ) O>TmiE
40 (1.1%)

26



MR D10
20174 Bk

Acinetobacter spp. (n=648)

sl WA EIN i3
53 (8.2%)
V)RR L+T =700 Rk FIV) \REALA+T)LADOF ) O
1 (0.2%) 4 (0.6%)
=HImiE
1 (0.2%)
F=JJ)303 Rtk J)LAOF O miE
2 (0.3%) 73 (11.3%)

F=JOUOS R+D)LAOF ) O>fmitE
2 (0.3%)
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E (eSS ks 1688 Rzt . FE [3E == —EEBEK

P. aeruginosa = RfRICT 13/ 1,220%k 16 /1,221% 9/1,329% 38/ 3,770%
(1.1%) (1.3%) (0.7%) (1.0%)
Acinetobacter spp. =R 0/ 248tk 0/ 170%k 1/ 2304 1/ 648%k
(0.0%) (0.0%) (0.4%) (0.2%)
E. coli CTX. CAZ. CPDXH'RODE. coli 885 / 3,921%k 659 / 3,021%k 920 / 3,646 2,464 / 10,588%%
(22.6%) (21.8%) (25.2%) (23.3%)
K. pneumoniae CTX. CAZ, CPDXH'ROK. pneumoniae 148 / 1,338% 36 / 1,095%k 62 / 1,537%k 246 / 3,970%k
(11.1%) (3.3%) (4.0%) (6.2%)
Proteus mirabilis CTX. CAZ. CPDXH'ROProteus mirabilis 69 / 410tk 53/ 442%k 98 / 449%k 220/ 1,301
(16.8%) (12.0%) (21.8%) (16.9%)
ERHIERIS A MEPM A'IMR  IPM AIHMRADCMZ AR 67 / 6,673% 91/ 5,328k 106 / 6,442%k 264 / 18,443%%
(1.0%) (1.7%) (1.6%) (1.4%)
S. aureus MPIPCHRDStaphylococcus aureusiz(disiRES 1,585 / 3,257% 1,502 / 2,731% 1,640 / 2,999k 4,727 / 8,987
IBCMRSACHIESNIM (48.7%) (55.0%) (54.7%) (52.6%)
Enterococcus spp. 24k VCM W ERARIRETTIE. VCM h'T 423k 3/1,707% 4 /1,320% 0/ 1,459% 7 / 4,486k
BUE TR, F#IRIEHT VRE EHESRSNTZAR (020/0) (030/0) (000/0) (020/0)
S. pneumoniae PCGIMERMETMIEDS. pneumoniae 1/ 451 5/ 355 3 / 4058 9/1,211%
(0.2%) (1.4%) (0.7%) (0.7%)
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