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Staphylococcus epidermidis
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Coagulase-negative staphylococci (CNS)
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Enterococcus faecalis
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Enterococcus faecium
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Streptococcus pneumoniae(BERIRIK)
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Streptococcus pneumoniae(BERARIALIST)
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Streptococcus pyogenes
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Streptococcus agalactiae
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Escherichia coli
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Klebsiella pneumoniae
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Enterobacter cloacae
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Enterobacter aerogenes
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Citrobacter freundii
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Citrobacter koseri
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Proteus mirabilis
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Proteus vulgaris
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Serratia marcescens
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Pseudomonas aeruginosa
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Acinetobacter spp.
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Haemophilus influenzae
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88,869) 29,572)

S ABPC 35.3% 53.3% 4.8% 50.5% 19.1% 3.8% 0.9% 10.7%
eSS PIPC 60.6% 56.8% 66.3% 59.6% 70.4% 76.7% 80.3% 65.5%
BYNDHL-ERTIY Tazeiec (5129000 970490 561696 991198 S0i8%N s5.2% 87.6% 67.9%
IV EINT Y SBT/ABPC  63.4% 66.3% 81.7% 68.1% 42.0% 25.4% 1.0% 68.4%
TP CEZ 13.1% 18.3% 29.3% 6.9% 2.9% 2.7% 0.9% 6.9%
EIAGE I cTX 77.9% 74.8% 9318% 1 72.9% 74.9% 24.1% 2.3% 53.6%
(LN CAZ 86.6% 84.5% 96.5%  |95.3%  83.5% 85.2% 88.9% 75.9%
wIIE L CFPM 88.6% 84.3% 96.6%  85.1% 96.1% | 82.8% 85.6% 73.9%
AIRRLSFRIFY IPM/CS 94:4% | 99185 99155 41.2% 88.8% 80.7% 83.1% 70.6%
AOARLZKF MEPM 99.2%  99.6%  99.2%  99.7%  98.6%  84.0% 84.8% 82.3%
FANAFL AZT 81.7% 78.0% 93.6% | 85.6% 81.9% 67.7% 74.6% 28.0%
BYIRASY GM 92109 90:19% 1 972290 86.2% 96.7% " 80.5% 82.1% 76.7%
FEhSY AMK 99.6%  99.6%  99.8%  99.7%  99.6%  90.3%  93.7%  80.4%
STEH! ST 86.6% 81.5% ©95.1% " 85.1% 92:6% " 43.7% 12.3% 85.1%
LRIOFSS Y LVFX 73.9% 60.8% 96:3% 1 70.1% 88.9% 79.1% 78.8% 80.4%

MRIRELNZORU T DIHE (. BEREHRZIFEINTE O TRRLTVET,

24



15 LS RE ORI R
20164 o
. Streptococcus sp.(L>UEk®E)  Enterococcus sp.(WEKE)

S. pneumoniae  Streptococcus sp. E. faecalis (n=  E. faecium (n= S. aureus S. aureus CNS (n=44,720)
(FhXEKE) (n= (FhxEREAST) 50,519) 13,446) (MRSA) (n= (MSSA) (n=
22,544) (n=71,143) 122,555) 91,647)

NOTIRZIN> PCG

92189111 57:69% 1 11291 78.3%

97:3% 1 14.5% 24.0% 46.6% 27.9%
7o ABPC 96:1% N 82.2% 96179% W 81.1% Bol7TN 15.4% 25.1% 45.9% 28.7%
o9ISVRETREESSYY  cvaavee GZIE0ENNN B89N 5775 s5.7. 100109 5.6% 57.6%

Iz CEZ 83.9% 65.0% 87.9% 19.8% 23.4% 43.5% 73.4%

(o2 CESIN cTX 96.2% | 97290 95155 0.7% (16.7%)  (0.0%) 36.9%

{ZIRR I STRIFY IPM/CS 94.6% | 86.5% 97:5% " 14.8% 74.6%

ORI = KF MEPM ©95.3% ' 85.7% 45.6% 4.2% 67.5%

BRATY GM 4.1% 0.0% 23.7% 44.7% 64.8% 62.4% 73.8% 63.2%
=845y MINO 57.0% 29.6% 26.9% 26.2% 86.8% 70.4% 99.1%  92.5%
TURORASY EM 46.4% 10.1% 12.1% 4.5% 47.6% 23.6% 73.8% 45.1%
DISIRAS CLDM 72.2% 37.6% 1.3% 1.0% 72.5% 48.4% 95.1% " 80.7%
sTaH ST 83.3% 17.6% 31.4% 99.6%  99.8%  90.4%
LRIOFGS> LVFX 72.4% 80.5% 11.2% 47.4% 15.3% 82.4% 50.1%
NOaRAS> VCM

F4IF5=> TEIC

JESINS LZD
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P. aeruginosa (n=3,438)

F)L) AR T4
536 (15.6%)

V)RR L+T =)0 Rk F7IV) \RE AL+ T)LADOF ) O
7 (0.2%) 229 (6.7%)
=HmiE
42 (1.2%)
F=J)303 Rtk J)LAO O s
28 (0.8%) 538 (15.6%)

F=JOUOS R+D)LAOF ) O>TmiE
31 (0.9%)
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Acinetobacter spp. (n=580)

) IWAEIN il
45 (7.8%)
V)RR L+T =700 Rk FIV) \REALA+T)LADOF ) O
1 (0.2%) 7 (1.2%)
=HImiE
2 (0.3%)
F=J0U0 R J)LAOF O miE
1 (0.2%) 60 (10.3%)

F=JOUOS R+D)LAOF ) O>fmitE
3 (0.5%)
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EiE#

P. aeruginosa

Acinetobacter spp.

E. coli

K. pneumoniae

Proteus mirabilis

L ESE R %N

S. aureus

Enterococcus spp. &

S. pneumoniae

M S+

=RBICIE

=RBICIE

CTX. CAZ, CPDXH'RDE. coli

CTX. CAZ. CPDXH'RDK. pneumoniae

CTX. CAZ. CPDXH'RDProteus mirabilis

MEPM HA'IAR  IPM AIARADCMZ HR

MPIPCHRMDStaphylococcus aureusFiz(&iRIREE

HITMRSALHITESNTRR

VCM DY@ R IRE T VCM D51 R4k
BUA TR, BIRIBIIT VRE ERESREN TR

PCGHMERMASETMIEDS. pneumoniae

MEEES

bl
10 / 1,291%
(0.8%)

0/ 243tk
(0.0%)

792 / 3,631#
(21.8%)

96 / 1,323%
(7.3%)

79 / 429%
(18.4%)

64 / 6,336k
(1.0%)

1,648 / 3,261#k
(50.5%)

0/ 1,546%%
(0.0%)

2 / 553tk
(0.4%)
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thzh . (R
19 / 958%k
(2.0%)
2/ 148tk
(1.4%)
494 / 2,306%k
(21.4%)
30 / 885k
(3.4%)
92 / 353#
(26.1%)
73 / 4,220%k
(1.7%)
1,120 / 2,099%k
(53.4%)
2/ 1,026%
(0.2%)

0/ 266#k
(0.0%)

FAEL - & - M
13/ 1,189k
(1.1%)

0/ 189%k
(0.0%)

864 / 3,239%k
(26.7%)

59 / 1,485%k
(4.0%)

77 | 321%k
(24.0%)

125/ 5,726%k
(2.2%)

1,555 / 2,720%k
(57.2%)

0/ 1,355%k
(0.0%)

5/ 407#K
(1.2%)

B{K

—EEBEK
42 / 3,438tk
(1.2%)
2 / 580%k
(0.3%)
2,150 / 9,176%k
(23.4%)
185 / 3,693%k
(5.0%)
248 / 1,103%
(22.5%)
262 / 16,2821k
(1.6%)
4,323 / 8,080%k
(53.5%)
2/ 3,927%
(0.1%)

7/ 1,226%
(0.6%)
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S. pneumoniae
1,226 A
3.8%

E. faecalis

2,756 A
8.6%

E. faecium
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g R

FaZh - - AT
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E. coli

K. pneumoniae

Enterobacter spp.

9,176 A
28.8%

3,693 A
11.6%

1,621
5.1%

o0 271
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Q.0 11.3
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Bt
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>
P

1

S. marcescens

717N
2.2%

P. aeruginosa

3,438 A
10.8%

Acinetobacter spp.

580 A
1.8%
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