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Staphylococcus epidermidis
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Enterococcus faecalis

PCG (N=587)

S_#HE

I

mR_H#%

<

>

N

o

N—

—

NS R
1 1 1 1 1

—~ ~ ~ ~ ~
N (o)) LN [e0] ™
LN LN Ln LN O
O LN O \o] LN
Il I Il Il Il
=z Z P P Z
N— N— N— N— N—
Q = o = O
a w P o T
[aa] = S =
< =

o
X
@
(0)]
i
N—r
~
o
i

LVFX (N=649)

10% 20% 30% 40% 50% 60% 70% 80% 90% 100%

0%




20156128 ~201652H

Enterococcus faecium
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Streptococcus pneumoniae(BERARIALIST)
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Streptococcus pyogenes
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Streptococcus agalactiae
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Escherichia coli
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Klebsiella pneumoniae

ABPC (N=770)
PIPC (N=802)
TAZ/PIPC (N=383)
CEZ (N=97)
CTX (N=699)
CAZ (N=733)
CFPM (N=759)
AZT (N=616)
IPM/CS (N=730)
MEPM (N=759)
AMK (N=740)
LVFX (N=763)

CMZ (N=757)

VFINAADT S I

S5:48(6.2%

ﬁ18(28.3om)

504(65.5%

1:141(17.6%)
119(14.8%)

- 1:9(2.3%) |

58(59.8%)

1:1(0.1%)
/(5)3%
1:3(0.4%)
4P

1:5(0.7%
HER: D)

1:8(1.3%)
0(48D%

1:3(0.4%

1:1(0.1% |

0%

10%

20%

30%

40%

50%

12

60%

70% 80% 90%  100%

S_#HE
I 4%
R_#E %




20156128 ~201652H

Enterobacter cloacae
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Enterobacter aerogenes
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Citrobacter freundii
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Citrobacter koseri
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Proteus mirabilis
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Proteus vulgaris
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Serratia marcescens
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Pseudomonas aeruginosa
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Acinetobacter spp.
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Haemophilus influenzae
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AOARLZKF MEPM 98.9%  99.6%  98.5%  98.9%  98.3%  83.3% 84.5% 80.1%
FANAT L AZT 80.9% 77.7% 92.6% 185.1% 80.8% 70.6% 75.9% 36.0%
BIIRASY GM 91.5% | 89.8% 97.0% " 83.6% 96:1% 1 79.7% 81.4% 74.5%
TN AMK 99149 5516561 99185 B89N 99:2% 1 c0.0%  [9207% 1 80.8%
STEH! ST 86.7% 81.3% ©95.9% 1 87.1% 92:0% " 45.1% 15.6% 84.0%
LRIOFSS Y LVFX 73.5% 61.1% 95:7% " 72.6% 86.4% 78.7% 78.1% 80.6%
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S. pneumoniae  Streptococcus sp. E. faecalis (n=  E. faecium (n= S. aureus S. aureus CNS (n=9,704)
(FiREKE) (n= (RlREREIASL) 11,715) 2,569) (MRSA) (n= (MSSA) (n=
6,111) (n=15,249) 27,041) 20,399)
RYSIRZIN 925200 5711 S0 78.4% 94:9% " 16.3% 23.6% 1.4% 45.4% 28.7%
TN ABPC 97:19% " (100:0%)" [97:0% " 83.1% 99119 18.1% 24.9% 0.4% 46.3% 31.7%

YIS FEFSI)D CVA/AMPC

981091 GEISTIIN 57065 STETII H00i0% N (0.0%)  594%  15.1%  [H00M0%NN 53.7%

Iy CEZ 83.2% (62.5%)  85.6% 33.9% 33.0% (52.9%)  73.3% 43.6% 100:0% " 72.2%
EIAIESL CTX -) (0.0%) (57.1%)  (50.0%) -) (50.0%)
{IRR I STRIFY IPM/CS 96:4% " 14.6% 72.1% 48.3%

AORF L= 7AFIY) MEPM 42.7% 5.3% 66.3% 40.3%
BIIRASY GM (16.7%) -) (16.7%)  37.7% 34.8% (52.9%)  63.4% 59.4% 74.3% 61.1%
=845y MINO 56.1% 26.7% 64.2% 27.5% 23.5% 30.3% 86.4% 68.3%
TURORAS> EM 42.7% 12.1% 56.6% 12.8% 12.7% 7.1% 47.4% 22.1% 73.7% 44.6%
DISIRAS CLDM 71.4% 33.3% 80.0% 1.5% 2.1% 0.0% 70.7% 45.2% 92:4% " 78.5%
STAH ST 85.1% 84.3% 86.2% 20.9% 20.0% (32.1%) 99.8%  88.7%
LRIOFHS > LVFX 73.8% . . 79.4% 9.6% 47.5% 15.0% 82.9% 52.7%
JORASY VCM
FTA41T5=> TEIC
JESYINIS LZD
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P. aeruginosa (n=3,008)

F)L) AR AT
125 (4.2%)

IV R AL+T =000 R TV \REALA+T)LAOF ) Otk
41 (1.4%) 178 (5.9%)
=R
57 (1.9%)
F=J0U30 R J)LAOF O miE
98 (3.3%) 334 (11.1%)

F=JOUOS R+D)LAOF ) O>TmE
61 (2.0%)
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Acinetobacter spp. (n=384)

e ) IAE IN i3
14 (3.6%)
IV R AL+T =000 R TV \REALA+T)LAOF ) O MmitE
0 (0.0%) 2 (0.5%)
=R
0 (0.0%)
F=J0U0 R J)LAOF O miE
5 (1.3%) 39 (10.2%)

F=JOUOS R+D)LAOF ) O>fmitE
3 (0.8%)
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MEEES

P. aeruginosa

Acinetobacter spp.

E. coli

K. pneumoniae

Proteus mirabilis

L ESE R %N

S. aureus

Enterococcus spp. £

S. pneumoniae

=RBICIE

=RBICIE

CTX. CAZ, CPDXH'RDE. coli

CTX. CAZ. CPDXH'RDK. pneumoniae

CTX. CAZ. CPDXh'RDProteus mirabilis

MEPM HA'IAR  IPM AIARADCMZ HR

MPIPCH'RMDStaphylococcus aureusErz(di#IiRES

HITMRSAEHITESN AR

VCM DY@ R IRE T VCM D51 R4k
BUA TR, BIRIBIIT VRE ERESREN TR

PCGHMERMASETMIEDS. pneumoniae

16 / 7524
(2.1%)

0 / 96%k
(0.0%)

481 / 2,049%k
(23.5%)

40 / 762t
(5.2%)

40 / 223tk
(17.9%)

64 / 3,550tk
(1.8%)

1,007 / 1,874%k
(53.7%)

1/ 883tk
(0.1%)

3/ 335
(0.9%)
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FER
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___ =
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E. coli k22 200K
2,049 A 165 271 EEE 825A 165 276 321  257A 185 235 55,6
27.7% [ o | 56.9% | Tt 5790, | |
gL fRE 200~299FK
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